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NM_022478 3529 bp MRNA linear PRI 30-DEC-2022
Homo sapiens cadherin 24 (CDH24), transcript variant 1, mRNA.

NM_ 022478

NM 022478.4

RefSeq.

Homo sapiens (human)

Homo sapiens

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidae; Homo.

1 (bases 1 to 3529)

An CH, Je EM, Yoo NJ and Lee SH.

Frameshift mutations of cadherin genes DCHS2, CDH10 and CDH24 genes
in gastric and colorectal cancers with high microsatellite
instability

Pathol Oncol Res 21 (1), 181-185 (2015)

24898286

GeneRIF: Unconventional CDH10, CDH24 and DCHS2 genes harbored
frameshift mutations.

2 (bases 1 to 3529)

Clark HF, Gurney AL, Abaya E, Baker K, Baldwin D, Brush J, Chen J,
Chow B, Chui C, Crowley C, Currell B, Deuel B, Dowd P, Eaton D,
Foster J, Grimaldi C, Gu Q, Hass PE, Heldens S, Huang A, Kim HS,
Klimowski L, Jin Y, Johnson S, Lee J, Lewis L, Liao D, Mark M,
Robbie E, Sanchez C, Schoenfeld J, Seshagiri S, Simmons L, Singh J,
Smith V, Stinson J, Vagts A, Vandlen R, Watanabe C, Wieand D, Woods
K, Xie MH, Yansura D, Yi S, Yu G, Yuan J, Zhang M, Zhang Z, Goddard
A, Wood WI, Godowski P and Gray A.

The secreted protein discovery initiative (SPDI), a large-scale
effort to identify novel human secreted and transmembrane proteins:
a bioinformatics assessment

Genome Res 13 (10), 2265-2270 (2003)

12975309

Erratum: [Genome Res. 2003 Dec;13(12):2759]

3 (bases 1 to 3529)

Katafiasz BJ, Nieman MT, Wheelock MJ and Johnson KR.
Characterization of cadherin-24, a novel alternatively spliced type
II cadherin

J Biol Chem 278 (30), 27513-27519 (2003)

12734196

GeneRIF: cadherin-24 is a novel alternatively spliced type II
cadherin

4 (bases 1 to 3529)

Hulsken J, Birchmeier W and Behrens J.

E-cadherin and APC compete for the interaction with beta-catenin
and the cytoskeleton

J Cell Biol 127 (6 Pt 2), 2061-2069 (1994)

7806582

VALIDATED REFSEQ: This record has undergone validation or
preliminary review. The reference sequence was derived from
DC310509.1, AY260901.1 and BC009332.2.

On Aug 13, 2020 this sequence version replaced NM_022478.3.
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Transcript Variant: This variant (1) represents the longer
transcript and encodes the longer isoform (1).

##Evidence-Data-START##
CDS exon combination
RNAseq introns

:: AY260901.1 [ECO:0000331]
:: mixed sample support SAMEA1965299,

SAMEA1966682 [EC0:0006172]

##Evidence-Data-END##

##RefSeq-Attributes-START##
NMD candidate ::
##RefSeqg-Attributes-END##

COMPLETENESS: complete on the 3'
PRIMARY IDENTIFIER PRIMARY SPAN
DC310509.1
AY260901.1
BC009332.2

PRIMARY REFSEQ_ SPAN
1-149
150-3022
3023-3529
FEATURES

source

Location/Qualifiers
1..3529

translation inferred from conservation

end.

COMP
19-167

1-2873

1083-1589

/organism="Homo sapiens"

/mol_type="mRNA"

/db_xref="taxon:9606"

/chromosome="14"
/map="14ql1.2"
1..3529
/gene="CDH24"

/gene_synonym="CDH11L"

/note="cadherin 24"

/db_xref="GeneID:64403"
/db_xref="HGNC:HGNC:14265"
/db_xref="MIM:618599"

1..118
/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"

119..443
/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"

135..137
/gene="CDH24"

misc feature

/gene_synonym="CDH11L"
/note="upstream in-frame stop codon"

243..2702
/gene="CDH24"

CDs

/gene_synonym="CDH11L"
/note="isoform 1 precursor is encoded by transcript
variant 1; cadherin 24, type 2"

/codon_start=1

/product="cadherin-24 isoform 1 precursor"
/protein_id="NP_071923.2"

/db_xref="CCDS:CCDS9585.1"

/db_xref="GeneID:64403"

/db_xref="HGNC:HGNC:14265"

/db_xref="MIM:618599"
/translation="MWGLVRLLLAWLGGWGCMGRLAAPARAWAGSREHPGPALLRTRR
SWVWNQFFVIEEYAGPEPVLIGKLHSDVDRGEGRTKYLLTGEGAGTVFVIDEATGNIH
VTKSLDREEKAQYVLLAQAVDRASNRPLEPPSEFIIKVQDINDNPPIFPLGPYHATVP
EMSNVGTSVIQVTAHDADDPSYGNSAKLVYTVLDGLPFFSVDPQTGVVRTAIPNMDRE
TQEEFLVVIQAKDMGGHMGGLSGSTTVTVTLSDVNDNPPKFPQSLYQFSVVETAGPGT
LVGRLRAQDPDLGDNALMAYSILDGEGSEAFSISTDLQGRDGLLTVRKPLDFESQRSY
SFRVEATNTLIDPAYLRRGPFKDVASVRVAVQODAPEPPAFTQAAYHLTVPENKAPGTL
VGQISAADLDSPASPIRYSILPHSDPERCFSIQPEEGTIHTAAPLDREARAWHNLTVL
ATELGWSWGPERGWVPLLVAEWSAPAAPPQRSPVGSAVGIPQDSSAQASRVQVAIQTL
DENDNAPQLAEPYDTFVCDSAAPGQLIQVIRALDRDEVGNSSHVSFQGPLGPDANFTV
ODNRDGSASLLLPSRPAPPRHAPYLVPIELWDWGQPALSSTATVTVSVCRCQPDGSVA
SCWPEAHLSAAGLSTGALLAIITCVGALLALVVLFVALRRQKQEALMVLEEEDVRENI
ITYDDEGGGEEDTEAFDITALOQNPDGAAPPAPGPPARRDVLPRARVSRQPRPPGPADV
AQLLALRLREADEDPGVPPYDSVQVYGYEGRGSSCGSLSSLGSGSEAGGAPGPAEPLD
DWGPLFRTLAELYGAKEPPAP"

243..299
/gene="CDH24"

sig peptide

/gene_synonym="CDH11L"
/note="/evidence=EC0:0000255; propagated from
UniProtKB/Swiss-Prot (Q86UP0.1)"

mat peptide 375..2699
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/gene="CDH24"

/gene_synonym="CDH11L"
/product="Cadherin-24. /id=PRO_0000003828"
/note="propagated from UniProtKB/Swiss-Prot (Q86UP0.1)"
1578..1580

/gene="CDH24"

/gene_synonym="CDH11L"

/note="N-linked (GlcNAc...) asparagine.
/evidence=EC0:0000255; propagated from
UniProtKB/Swiss-Prot (Q86UP0.1); glycosylation site"
1884..1886

/gene="CDH24"

/gene_synonym="CDH11L"

/note="N-linked (GlcNAc...) asparagine.
/evidence=EC0:0000255; propagated from
UniProtKB/Swiss-Prot (Q86UP0.1); glycosylation site"
1929..1931

/gene="CDH24"

/gene_synonym="CDH11L"

/note="N-linked (GlcNAc...) asparagine.
/evidence=EC0:0000255; propagated from
UniProtKB/Swiss-Prot (Q86UP0.1); glycosylation site"
2166..2228

/gene="CDH24"

/gene_synonym="CDH11L"

/note="propagated from UniProtKB/Swiss-Prot (Q86UP0.1);
transmembrane region"

2544..2642

/gene="CDH24"

/gene_synonym="CDH11L"

/note="propagated from UniProtKB/Swiss-Prot (Q86UP0.1);
Region: Disordered. /evidence=EC0:0000256|SAM:MobiDB-1lite"
444..738

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
739..858

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
859..1026

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
1027..1214

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
1215..1468

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
1469..1605

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
1606..1719

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
1720..1841

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
1842..1953

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
1954..2202

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
2203..3221

/gene="CDH24"

/gene_synonym="CDH11L"
/inference="alignment:Splign:2.1.0"
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https://www.ncbi.nlm.nih.gov/protein/NP_071923.2?from=446&to=446
https://www.ncbi.nlm.nih.gov/protein/NP_071923.2?from=548&to=548
https://www.ncbi.nlm.nih.gov/protein/NP_071923.2?from=563&to=563
https://www.ncbi.nlm.nih.gov/protein/NP_071923.2?from=642&to=662
https://www.ncbi.nlm.nih.gov/protein/NP_071923.2?from=768&to=800
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=444&to=738
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=739&to=858
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=859&to=1026
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=1027&to=1214
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=1215&to=1468
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=1469&to=1605
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=1606&to=1719
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=1720&to=1841
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=1842&to=1953
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=1954&to=2202
https://www.ncbi.nlm.nih.gov/nuccore/NM_022478.4?from=2203&to=3221

1/25/23, 11:32 PM

exon

regulatory

polyA site

ORIGIN

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961

1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
//

agacctgcag
c¢ggcgacggg
gtggatccat
cgtggcctgg
acatgtgggg
gtctggcagce
tgcggactcg
cagagcctgt
agtacctgtt
atattcatgt
aagccgtgga
tgcaagacat
ccgagatgtc
ccagctatgg
ctgtggaccc
aggaggagtt
caggcagcac
cacagagcct
ggctccggge
atggggaggg
tcactgtccg
ccaccaacac
ctgtgcgtgt
acctgacagt
acctggactc
gttgcttctce
aggctcgcge
cagaaagggg
agagaagccc
gcgtgcaagt
cctacgatac
ccctggacag
ctgatgccaa
cccgcecectge
ggcagccgge
acggctctgt
gcgcectget
tggcecectgeg
agaacatcat
tcacggcctt
gagacgtgtt
tggcgcaget
acgactcggt
ccctgggcete
ggggtccget
gagcgeccgg
tgagccccac
ccttgtgtcce
ggtgtgtgtg
gcctgggttt
tccgtggegt
gcccatacac
cctgtgactg
ccactgctgc
tccattactce
ccagcctgcc
gcccagctgt
agggagtagg
ggggcctcca
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/gene="CDH24"

/gene_synonym="CDH11L"

/inference="alignment:Splign:2.1.0"

3508..3513

/regulatory class="polyA signal_ sequence"
/gene="CDH24"

/gene_synonym="CDH11L"
/note="hexamer:

3529

/gene="CDH24"

/gene_synonym="CDH11L"

AACAAA"

/note="major polyA site"

cggagccgcg
ggcgggcgygyg
ggggtagcct
cccagcctca
cctggtgagg
cccagcccgg
aaggagctgg
tctcattgge
gaccggggag
taccaagagc
ccgagcctcce
caacgacaat
caatgtcggg
gaacagtgcc
ccagactgga
cttggtggtg
tacggtgact
ataccagttc
ccaggaccca
gtctgaggcc
caagccccta
gctcattgac
ggcagtgcaa
gcctgagaac
ccctgeccagce
tatccagccce
ctggcacaac
ctgggtacct
tgttggaagc
ggccatccag
ttttgtgtgt
agatgaagtt
ctttactgtc
tccaccccge
gctgagcagc
ggcatcctgce
tgccatcatc
gcggcagaag
cacctacgac
gcagaacccg
gcccecgggec
cctggecgcetg
gcaggtgtac
cggcagcgaa
cttccgcacc
gctggccegg
ggggtccagg
ctcecttgett
tctctctcca
cctgcecectgg
tttgtctctg
atgctctgtg
gctttttgtt
ccaccctcct
atggcctcag
tcccagggca
cagcttcecece
gaaaggaaag
tctctaattt

gcgcccgcecte
ggcgctteccce
caacgcatct
gcacccaggg
ctcctgetgg
gcctgggcag
gtctggaacc
aagctgcact
ggggcaggca
cttgaccggg
aaccggcccce
ccacccattt
acatcagtga
aagctggtgt
gtggtgcgta
atccaggcca
gtcacgctca
tccgtggtgg
gacctggggg
ttcagcatca
gactttgaga
ccagcctatce
gatgccccag
aaggccccgg
ccaatcagat
gaggaaggca
ctcactgtgce
cttctggttg
gctgtgggaa
accctggatg
gactctgcag
ggcaacagta
caggacaacc
catgccccct
actgccacag
tggcctgagg
acctgtgtgg
caagaagcac
gacgagggcg
gacggggcgg
cgggtgtcge
cggctececgeg
ggctacgagg
gccggcggcg
ctggccgage
cccaccgcgg
cgggcggcag
cccecggggca
ggaatctttg
ccctggecect
cagttctgaa
tctgtctect
tttttetgtt
gcaggggatg
cctcatcctg
agagctccag
tgggcatccc

ggggaggcgg
cataataaac
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caatcggctc
gccggectgg
gcccctceccac
ccagtgaaca
cctggetggg
ggtcccggga
agttctttgt
cggatgttga
ccgtatttgt
aggaaaaggc
tggagcccce
ttcceecttgg
tccaggtgac
acactgttct
cagccatccc
aggacatggg
gcgatgtcaa
agacagctgg
acaacgccct
gcacagactt
gccagcgctce
tgcggcgagg
agccacctgc
ggaccctggt
actccatcct
ccatccatac
tggctacaga
ctgagtggag
tcccceccaaga
agaatgacaa
ctcctggeca
gccatgtctc
gagatggctc
acttggttcc
tgactgttag
ctcacctctc
gtgccectget
tgatggtact
gcggcgagga
ccecceccgge
gccagcccag
aggcggacga
gccgcggete
cceccecggece
tgtatggggce
ggggggggca
cagcccaggg
ccctegetet
tctctatctg
gcgatctctc
gctcacacat
gcccacatct
gtccatccca
ttgtgcccca
gctccactgg
cctcecegtgt
agccctggge

ctggggaagg
aaacacttta

ggggctgtge
gccecectegge
cccagccagce
gagccctggce
tggctgggge
acacccaggg
cattgaggaa
ccggggagag
gattgatgag
gcaatatgtg
atcagagttc
gccctaccat
tgctcacgat
ggatggactg
caacatggac
cggccacatg
cgacaacccc
acctggcaca
gatggcatac
gcagggtcga
ctactccttce
gcccttcaag
cttcacccag
aggccagatc
cccccactca
agcagcaccc
gctcggetgg
tgcaccagca
cagttctgca
tgctcecccag
gctgattcag
ctttcaaggt
cgccagcctg
catagaactg
tgtgtgccge
agctgctggg
tgceccectggtg
ggaggaggag
ggacaccgag
gcccggeccct
accccccggce
ggaccccggce
ctcttgcgge
cgcggagccg
caaggagccc
gcgggcacag
gccccaggcec
cacctccctce
tgacacgctc
actgtgattc
agtctccctg
cccttectte
aaatcaagag
gacctgcctg
cctccagctg
ggccgectece
attgtcttgt
ggaaagaggg
ttttgtaaa

ccccgggacce
agtgccaggt
tcatgggcca
tggagtccaa
tgcatgggge
cctgctectge
tatgctggtc
ggccgcacca
gccacaggca
ctactggccc
atcatcaaag
gccaccgtgce
gctgatgacc
cctttettet
cgggagacac
ggggggctgt
cccaagttcc
ctggtgggcec
agcatcctgg
gacgggctcc
cgtgtcgagg
gatgtggcct
gctgcctacc
tcecgeggetg
gatccggagce
ctggatcgcg
agctggggge
gccccacccce
caggcctecge
ctggctgagce
gtcatccggg
cctctgggece
ctgctgeceet
tgggactggg
tgccagcctg
ctcagcaccg
gtgctcttcg
gacgtccgag
gccttcgaca
ccecgcgcgec
cccgccgacg
gtacccccgt
tccctcaget
ctggacgact
ccggccecect
gccctctgag
tccteceetgt
ctcctgagte
ctctgtccgg
ctctccttee
cgtctteett
tctectgggte
aaacttccag
catggttcca
agagagggaa
ctggagctct
gtgcttcctg
aggaagggga

Foresight EX1048
Foresight v Personalis

4/4
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