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LOCUS NM 001347864 2917 bp mRNA linear PRI 18-DEC-2022

DEFINITION Homo sapiens kinase non-catalytic C-lobe domain containing 1
(KNDC1), transcript variant 2, mRNA.

ACCESSION NM 001347864

VERSION NM_001347864.2

KEYWORDS RefSeq.

SOURCE Homo sapiens (human)

ORGANISM Homo sapiens
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidae; Homo.

REFERENCE 1 (bases 1 to 2917)

AUTHORS Ji J, Hao Z, Liu H, Liu Y, Liu J, Lin B, Ma C and Lin Y.

TITLE Effect of KNDC1l overexpression on the senescence of human umbilical
vein endothelial cells

JOURNAL Mol Med Rep 17 (5), 7037-7044 (2018)

PUBMED 29568929

REMARK GeneRIF: The results demonstrated that KNDC1l overexpression
possibly inhibited HUVEC activity and function and promoted HUVEC
senescence. Mechanistic studies demonstrated that KNDC1l triggered a
p53ROS positive feedback loop, which serves a crucial role in
regulating senescence.

REFERENCE 2 (bases 1 to 2917)

AUTHORS Hayashi K, Furuya A, Sakamaki Y, Akagi T, Shinoda Y, Sadakata T,
Hashikawa T, Shimizu K, Minami H, Sano Y, Nakayama M and Furuichi
T.

TITLE The brain-specific RasGEF very-KIND is required for normal
dendritic growth in cerebellar granule cells and proper motor
coordination

JOURNAL PLoS One 12 (3), e0173175 (2017)

PUBMED 28264072
REMARK Publication Status: Online-Only
REFERENCE 3 (bases 1 to 2917)

AUTHORS Zhang C, Zhen YZ, Lin YJ, Liu J, Wei J, Xu R and Hu G.

TITLE KNDC1 knockdown protects human umbilical vein endothelial cells
from senescence

JOURNAL Mol Med Rep 10 (1), 82-88 (2014)

PUBMED 24788352
REMARK GeneRIF: KNDC1l knockdown promoted HUVEC proliferation via the
extracellular signal-regulated kinase signaling pathway and delayed
HUVEC senescence by inhibiting the p53-p21-plé6 transduction
cascade.
COMMENT REVIEWED REFSEQ: This record has been curated by NCBI staff. The

reference sequence was derived from AL445199.37.

On May 31, 2019 this sequence version replaced NM_001347864.1.

Summary: The protein encoded by this gene is a Ras guanine

nucleotide exchange factor that appears to negatively regulate

dendritic growth in the brain. Knockdown of this gene in senescent

umbilical vein endothelial cells partially reversed the senescence,

showing that this gene could potentially be targeted by anti-aging

therapies. [provided by RefSeq, Dec 2016]. Foresight Ex 1050
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Transcript Variant: This variant (2) differs in the 3' UTR and
coding sequence compared to variant 1. The resulting isoform (2)
has a shorter and distinct C-terminus compared to isoform 1.

Sequence Note: The RefSeq transcript and protein were derived from
genomic sequence to make the sequence consistent with the reference
genome assembly. The genomic coordinates used for the transcript
record were based on alignments.

##Evidence-Data-START##

Transcript exon combination :: DRR138524.65538.1,
SRR1803613.121259.1 [EC0:0000332]
single sample supports all introns
SAMEA1966682, SAMEA1968189
[ECO:0000348]

RNAseq introns

##Evidence-Data-END##
COMPLETENESS: complete on the 3' end.

PRIMARY REFSEQ_SPAN PRIMARY_ IDENTIFIER PRIMARY_ SPAN COMP
1-351 AL445199.37 129302-129652
352-550 AL445199.37 136464-136662
551-2917 AL445199.37 137337-139703
FEATURES Location/Qualifiers
source 1..2917

/organism="Homo sapiens"
/mol_type="mRNA"
/db_xref="taxon:9606"
/chromosome="10"
/map="10g26.3"

gene 1..2917
/gene="KNDC1"
/gene_synonym="bB439H18.3; Cl0orf23; RASGEF2; v-KIND;
Very-KIND"
/note="kinase non-catalytic C-lobe domain containing 1"
/db_xref="GeneID:85442"
/db_xref="HGNC:HGNC:29374"
/db_xref="MIM:616237"

exon 1..351
/gene="KNDC1"
/gene_synonym="bB439H18.3; Cl0orf23; RASGEF2; v-KIND;
Very-KIND"
/inference="alignment:Splign:2.1.0"

misc_feature 100..102
/gene="KNDC1"
/gene_synonym="bB439H18.3; Cl0orf23; RASGEF2; v-KIND;
Very-KIND"
/note="upstream in-frame stop codon"

cDs 250..762
/gene="KNDC1"
/gene_synonym="bB439H18.3; Cl0orf23; RASGEF2; v-KIND;
Very-KIND"
/note="isoform 2 is encoded by transcript variant 2;
RasGEF domain family, member 2; protein very KIND;
cerebral protein 9; KIND domain-containing protein 1;
ras-GEF domain-containing family member 2; kinase
non-catalytic C-lobe domain-containing protein 1; kinase
non-catalytic C-lobe domain (KIND) containing 1"
/codon_start=1
/product="kinase non-catalytic C-lobe domain-containing
protein 1 isoform 2"
/protein id="NP_001334793.1"
/db_xref="CCDS:CCDS91390.1"
/db_xref="GeneID:85442"
/db_xref="HGNC:HGNC:29374"
/db_xref="MIM:616237"
/translation="MQAMDPAAADLYEEDGKDLDFYDFEPLPTLPEDEENVSLADILS
LRDRGLSEQEAWAVCLECSLSMRSVAHAAIFQSLCITPDTLAFNTSGNVCFMEQLSDD
PEGAFVPPEFDVTGNTFEVSAGGGNVPHPPFTSMVASAINSEMHLPWGDLCKWPLAGS
GAAAARFTGL"

exon 352..550
/gene="KNDC1"
/gene_synonym="bB439H18.3; Cl0orf23; RASGEF2; v-KIND;
Very-KIND"
/inference="alignment:Splign:2.1.0"

exon 551..2917
/gene="KNDC1"
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/gene_synonym="bB439H18.3; Cl0orf23; RASGEF2; v-KIND;

Very-KIND"

/inference="alignment:Splign:2.1.0"

2897..2902

/regulatory class="polyA signal_ sequence"
/gene="KNDC1"
/gene_synonym="bB439H18.3; Cl0orf23; RASGEF2; v-KIND;

Very-KIND"

/note="hexamer:

2917

/gene="KNDC1"
/gene_synonym="bB439H18.3; Cl0orf23; RASGEF2; v-KIND;

Very-KIND"

ATTAAA"

/note="major polyA site"

gacgttccct
ccgegecece
ggcgggcggyg
gccgagcecca
tgcaggccat
tctacgactt
acatcctctc
agtgcagcct
cgcccgacac
acgaccctga
taagtgcagg
ttaactcaga
gagccgctge
gtccecctgea
gtgggttctc
taccatttta
accaaaatga
gggccactca
gggcatggge
agactccagt
agcgccttga
ttcagagtcg
tggttcctac
taactaggaa
tttgaccttg
gctctgggag
aacatggcga
cctgtggtcce
aggctgcagt
tgcctcaaaa
ctctgaaaca
gcctctgetg
cagcagtggc
gcctggtgge
ctgtgacgtg
tttgtgcecttg
caggccgtge
ttatccecgeg
ctgaaaagac
aacttcatct
gggtgaaacg
cctggtgtgt
gaagtgtgge
gcccgagaac
gggatctggg
caggcgtggc
tgcgtcatag
gtattgtctg
atataaatta

aggcgcecggg
cgggcecgcec
€gg9999cggyg
gcccagccca
ggacccggcece
cgagccgctg
cctgcgggac
gtccatgcgg
cctggectte
gggtgccttce
tgggggtaat
aatgcacctg
tgcccggtte
gcgttctectg
tgtgggcagc
tagcaggttt
ccagtgatga
cagcctctee
caccctgggg
gcagcccctt
ggtcagcacc
atcagtccat
tgtcacgaag
ctcaaagatc
aaagaagagt
gctgaggcgg
accccgtcete
cagctactcg
gagcggagat
acaaggaaag
agtgaggctg
cgggggtcct
ctggtggccg
tgggatgtgg
gcacgtggcc
cgttcctagt
ccggtecececee
ttgcacgttc
ttgaggccat
gcagagcact
ctacatttaa
acaccaagaa
tcgtggggea
acggtgtgag
gtctggcctg
aggggcctgg
gggatgtggg
cccctaagag
aaaccaagac
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tccggacage
ccgtatcecct
cgagggccgg
gccggaggcece
gcggcggate
cccaccctece
cgcggcctca
agcgtggccecce
aacaccagcg
gttccecececg
gtgccacacc
ccttggggeg
actgggctat
tgggcagctc
tcagactgtg
tctggaatgc
tcggcaggga
agacacaagg
gcctcaccgg
ggggaccctt
tgtgtggccg
caggctggge
cccatgggca
ttcccaataa
ttgggggctg
gcagatcgct
tactaaaaat
ggagtctgag
ggcaccactg
aagagttttg
gagcccttca
acattttagt
tgacgcggca
ctgtggcctg
tggtggetgt
catgtcataa
tactccgtgg
ctccaagtcc
ctgtgatctt
gtgtggccat
atccececgett
cacatcttgg
ggtggacgta
gatcgctggce
gggtctgggg
ggtctcacac
tgaggagtgc
cgtttgctta
attttaa

gccgecgcagce
gaccgcgtcce
gcgcgtctece
ccgggggcygg
tttacgagga
ccgaggacga
gcgagcagga
acgccgccat
ggaacgtgtg
agttcgacgt
ccccttttac
acctctgcaa
agggacggcec
ggactgtggg
ggcagaggct
gaatttacta
atcacagctc
cctccaggca
cagagtcata
tgcgtgggag
gctggagagg
tctgtceceeg
gagaaagtaa
aagcccatca
ggcatggtgg
tgagcccagg
acaaaagtta
gcaggaggat
cactccagcc
ggatggcttc
ccctgggagg
gcaccccagc
cgtggectgg
tggctgtgaa
gatccctggt
tccagctcag
ttcceeegtg
tgttgtttcc
ccaggacttc
aatgtggcac
gtgaggggac
cgaggtttct
catctgttcc
tcctgcagga
tctggecectgg
acaggacagc
ctctccagtg
tgtgcgttect

cccecgegeac
cctggagaca
atggagccag
tgcgcggege
ggacggcaaa
ggagaacgtg
agcctgggcec
cttccagagc
tttcatggag
gaccgggaac
ctctatggtg
gtggcctctg
tctggggcac
ttctgtggge
ttggctacgt
cacttaacat
ctctgaggga
cagctcctgg
gatgctgctg
gagtcgggca
ggcggaatca
ggcagggagt
agcaatcctt
gctatgtcat
ctcactcctg
agttcaagac
gccggatgceca
ctcttgaacc
tggctgacag
ccgcaccctg
tgggcagggt
gtccagaacc
tggccgggac
cgcagcgcat
gcacatgagg
acctggacat
ggactcgcat
tcggggccat
cttttatgta
ctgctgtgtg
tgaggggtge
ctagggtgca
tggaactccc
cgtggacgtg
ggtctggctce
accgcgctge
aagctttata
gtctcttcat
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