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An official website of the United States government

PREDICTED: Homo sapiens protein tyrosine phosphatase receptor type T (PTPRT),
transcript variant X5, mRNA
NCBI Reference Sequence: XM_047439848.1
FASTA  Graphics

Go to:

LOCUS       XM_047439848            5007 bp    mRNA    linear   PRI 05-APR-2022
DEFINITION  PREDICTED: Homo sapiens protein tyrosine phosphatase receptor type

T (PTPRT), transcript variant X5, mRNA.
ACCESSION   XM_047439848
VERSION     XM_047439848.1
DBLINK      BioProject: PRJNA168
KEYWORDS    RefSeq.
SOURCE      Homo sapiens (human)
  ORGANISM  Homo sapiens

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidae; Homo.

COMMENT     MODEL REFSEQ:  This record is predicted by automated computational
analysis. This record is derived from a genomic sequence
(NC_000020.11) annotated using gene prediction method: Gnomon,
supported by mRNA and EST evidence.
Also see:

Documentation of NCBI's Annotation Process

##Genome-Annotation-Data-START##
Annotation Provider :: NCBI
Annotation Status :: Full annotation
Annotation Name :: Homo sapiens Annotation Release 110
Annotation Version :: 110
Annotation Pipeline :: NCBI eukaryotic genome annotation

pipeline
Annotation Software Version :: 9.0
Annotation Method           :: Best-placed RefSeq; Gnomon
Features Annotated          :: Gene; mRNA; CDS; ncRNA
##Genome-Annotation-Data-END##

FEATURES Location/Qualifiers
     source 1..5007

/organism="Homo sapiens"
/mol_type="mRNA"
/db_xref="taxon:9606"
/chromosome="20"

     gene 1..5007
/gene="PTPRT"
/gene_synonym="R-PTP-T; RPTP-rho; RPTPrho"
/note="protein tyrosine phosphatase receptor type T;
Derived by automated computational analysis using gene
prediction method: Gnomon. Supporting evidence includes
similarity to: 1 mRNA, 8 ESTs, 4 long SRA reads, and 97%
coverage of the annotated genomic feature by RNAseq
alignments, including 1 sample with support for all
annotated introns"
/db_xref="GeneID:11122"
/db_xref="HGNC:HGNC:9682"
/db_xref="MIM:608712"

     CDS 174..4538
/gene="PTPRT"
/gene_synonym="R-PTP-T; RPTP-rho; RPTPrho"
/codon_start=1
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                     /product="receptor-type tyrosine-protein phosphatase T
                     isoform X5"
                     /protein_id="XP_047295804.1"
                     /db_xref="GeneID:11122"
                     /db_xref="HGNC:HGNC:9682"
                     /db_xref="MIM:608712"
                     /translation="MASLAALALSLLLRLQLPPLPGARAQSAAGGCSFDEHYSNCGYS
                     VALGTNGFTWEQINTWEKPMLDQAVPTGSFMMVNSSGRASGQKAHLLLPTLKENDTHC
                     IDFHYYFSSRDRSSPGALNVYVKVNGGPQGNPVWNVSGVVTEGWVKAELAISTFWPHF
                     YQVIFESVSLKGHPGYIAVDEVRVLAHPCRKAPHFLRLQNVEVNVGQNATFQCIAGGK
                     WSQHDKLWLQQWNGRDTALMVTRVVNHRRFSATVSVADTAQRSVSKYRCVIRSDGGSG
                     VSNYAELIVKEPPTPIAPPELLAVGATYLWIKPNANSIIGDGPIILKEVEYRTTTGTW
                     AETHIVDSPNYKLWHLDPDVEYEIRVLLTRPGEGGTGPPGPPLTTRTKCADPVHGPQN
                     VEIVDIRARQLTLQWEPFGYAVTRCHSYNLTVQYQYVFNQQQYEAEEVIQTSSHYTLR
                     GLRPFMTIRLRLLLSNPEGRMESEELVVQTEEDVPGAVPLESIQGGPFEEKIYIQWKP
                     PNETNGVITLYEINYKAVGSLDPSADLSSQRGKVFKLRNETHHLFVGLYPGTTYSFTI
                     KASTAKGFGPPVTTRIATKISAPSMPEYDTDTPLNETDTTITVMLKPAQSRGAPVSVY
                     QLVVKEERLQKSRRAADIIECFSVPVSYRNASSLDSLHYFAAELKPANLPVTQPFTVG
                     DNKTYNGYWNPPLSPLKSYSIYFQALSKANGETKINCVRLATKGASTQNSNTVEPEKQ
                     VDNTVKMAGVIAGLLMFIIILLGVMLTIKRRRNAYSYSYYLKLAKKQKETQSGAQREM
                     GPVASADKPTTKLSASRNDEGFSSSSQDVNGFNGSRGELSQPTLTIQTHPYRTCDPVE
                     MSYPRDQFQPAIRVADLLQHITQMKRGQGYGFKEEYEALPEGQTASWDTAKEDENRNK
                     NRYGNIISYDHSRVRLLVLDGDPHSDYINANYIDGYHRPRHYIATQGPMQETVKDFWR
                     MIWQENSASIVMVTNLVEVGRVKCVRYWPDDTEVYGDIKVTLIETEPLAEYVIRTFTV
                     QKKGYHEIRELRLFHFTSWPDHGVPCYATGLLGFVRQVKFLNPPEAGPIVVHCSAGAG
                     RTGCFIAIDTMLDMAENEGVVDIFNCVRELRAQRVNLVQTEEQYVFVHDAILEACLCG
                     NTAIPVCEFRSLYYNISRLDPQTNSSQIKDEFQTLNIVTPRVRPEDCSIGLLPRNHDK
                     NRSMDVLPLDRCLPFLISVDGESSNYINAALMDSHKQPAAFVVTQHPLPNTVADFWRL
                     VFDYNCSSVVMLNEMDTAQFCMQYWPEKTSGCYGPIQVEFVSADIDEDIIHRIFRICN
                     MARPQDGYRIVQHLQYIGWPAYRDTPPSKRSLLKVVRRLEKWQEQYDGREGRTVVHCL
                     NGGGRSGTFCAICSVCEMIQQQNIIDVFHIVKTLRNNKSNMVETLRLCKGTLLHTVTQ
                     EARMTEAPLPCSCTIWNM"
ORIGIN      
        1 agttcgcgcc gcgcctcggc ttggaacgca ggagcgccgg ctccgggagc ccgagcggag
       61 ccagccgcgc gcacagccag cggccgcgcc ggcgatgcgg ggccaccccg cgcccgcccc
      121 agtcccggcc ccggcccccg cgggaagggg ctgagctgcc cgccgccgcc cggatggcga
      181 gcctcgccgc gctcgccctc agcctgctcc tgaggctgca gctgccgcca ctgcccggcg
      241 cccgggctca gagcgccgca ggtggctgtt cctttgatga gcactacagc aactgtggtt
      301 atagtgtggc tctagggacc aatgggttca cctgggagca gattaacaca tgggagaaac
      361 caatgctgga ccaggcagtg cccacaggat ctttcatgat ggtgaacagc tctgggagag
      421 cctctggcca gaaggcccac cttctcctgc caaccctgaa ggagaatgac acccactgca
      481 tcgacttcca ttactacttc tccagccgtg acaggtccag cccaggggcc ttgaacgtct
      541 acgtgaaggt gaatggtggc ccccaaggga accctgtgtg gaatgtgtcc ggggtcgtca
      601 ctgagggctg ggtgaaggca gagctcgcca tcagcacttt ctggccacat ttctatcagg
      661 tgatatttga atccgtctca ttgaagggtc atcctggcta catcgccgtg gacgaggtcc
      721 gggtccttgc tcatccatgc agaaaagcac ctcattttct gcgactccaa aacgtggagg
      781 tgaatgtggg gcagaatgcc acatttcagt gcattgctgg tgggaagtgg tctcagcatg
      841 acaagctttg gctccagcaa tggaatggca gggacacggc cctgatggtc acccgtgtgg
      901 tcaaccacag gcgcttctca gccacagtca gtgtggcaga cactgcccag cggagcgtca
      961 gcaagtaccg ctgtgtgatc cgctctgatg gtgggtctgg tgtgtccaac tacgcggagc
     1021 tgatcgtgaa agagcctccc acgcccattg ctcccccaga gctgctggct gtgggggcca
     1081 catacctgtg gatcaagcca aatgccaact ccatcatcgg ggatggcccc atcatcctga
     1141 aggaagtgga atatcgcacc accacaggca cgtgggcaga gacccacata gtcgactctc
     1201 ccaactataa gctgtggcat ctggaccccg atgttgagta tgagatccga gtgctcctca
     1261 cacgaccagg tgaggggggt acgggaccgc cagggcctcc cctcaccacc aggaccaagt
     1321 gtgcagatcc ggtacatggc ccacagaacg tggaaatcgt agacatcaga gcccggcagc
     1381 tgaccctgca gtgggagccc ttcggctacg cggtgacccg ctgccatagc tacaacctca
     1441 ccgtgcagta ccagtatgtg ttcaaccagc agcagtacga ggccgaggag gtcatccaga
     1501 cctcctccca ctacaccctg cgaggcctgc gccccttcat gaccatccgg ctgcgactct
     1561 tgctgtctaa ccccgagggc cgaatggaga gcgaggagct ggtggtgcag actgaggaag
     1621 acgttccagg agctgttcct ctagaatcca tccaaggggg gccctttgag gagaagatct
     1681 acatccagtg gaaacctccc aatgagacca atggggtcat cacgctctac gagatcaact
     1741 acaaggctgt cggctcgctg gacccaagtg ctgacctctc gagccagagg gggaaagtgt
     1801 tcaagctccg gaatgaaacc caccacctct ttgtgggtct gtacccaggg accacctatt
     1861 ccttcaccat caaggccagc acagcaaagg gctttgggcc ccctgtcacc actcggattg
     1921 ccaccaaaat ttcagctcca tccatgcctg agtacgacac agacacccca ttgaatgaga
     1981 cagacacgac catcacagtg atgctgaaac ccgctcagtc ccggggagct cctgtcagtg
     2041 tttatcagct ggttgtcaag gaggagcgac ttcagaagtc acggagggca gctgacatta
     2101 ttgagtgctt ttcggtgccc gtgagctatc ggaatgcctc cagcctcgat tctctacact
     2161 actttgctgc tgagttgaag cctgccaacc tgcctgtcac ccagccattt acagtgggtg
     2221 acaataagac atacaatggc tactggaacc ctcctctctc tcccctgaaa agctacagca
     2281 tctacttcca ggcactcagc aaagccaatg gagagaccaa aatcaactgt gttcgtctgg
     2341 ctacaaaagg tgcctccacc cagaattcta acactgtgga gccagagaag caggtggaca
     2401 acaccgtgaa gatggctggc gtgatcgctg gcctcctcat gttcatcatc attctcctgg
     2461 gcgtgatgct caccatcaaa aggagaagaa atgcttattc ctactcctat tacttgaagc
     2521 tggccaagaa gcagaaggag acccagagtg gagcccagag ggagatgggg cctgtggcct
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     2581 ctgccgacaa acccaccacc aagctcagcg ccagccgcaa tgatgaaggc ttctcttcta
     2641 gttctcagga cgtcaacgga ttcaatggca gccgcgggga gctttcccag cccaccctca
     2701 cgatccagac tcatccctac cgcacctgtg accctgtgga gatgagctac ccccgggacc
     2761 agttccaacc cgccatccgg gtggctgact tgctgcagca catcacgcag atgaagagag
     2821 gccagggcta cgggttcaag gaggaatacg aggccttacc agaggggcag acagcttcgt
     2881 gggacacagc caaggaggat gaaaaccgca ataagaatcg atatgggaac atcatatcct
     2941 acgaccattc ccgggtgagg ctgctggtgc tggatggaga cccgcactct gactacatca
     3001 atgccaacta cattgacgga taccatcgac ctcggcacta cattgcgact caaggtccga
     3061 tgcaggagac tgtaaaggac ttttggagaa tgatctggca ggagaactcc gccagcatcg
     3121 tcatggtcac aaacctggtg gaagtgggca gggtgaaatg tgtgcgatac tggccagatg
     3181 acacggaggt ctacggagac attaaagtca ccctgattga aacagagccc ctggcagaat
     3241 acgtcatacg caccttcaca gtccagaaga aaggctacca tgagatccgg gagctccgcc
     3301 tcttccactt caccagctgg cctgaccacg gcgttccctg ctatgccact ggccttctgg
     3361 gcttcgtccg ccaggtcaag ttcctcaacc ccccggaagc tgggcccata gtggtccact
     3421 gcagtgctgg ggctgggcgg actggctgct tcattgccat tgacaccatg cttgacatgg
     3481 ccgagaatga aggggtggtg gacatcttca actgcgtgcg tgagctccgg gcccaaaggg
     3541 tcaacctggt acagacagag gagcaatatg tgtttgtgca cgatgccatc ctggaagcgt
     3601 gcctctgtgg caacactgcc atccctgtgt gtgagttccg ttctctctac tacaatatca
     3661 gcaggctgga cccccagaca aactccagcc aaatcaaaga tgaatttcag accctcaaca
     3721 ttgtgacacc ccgtgtgcgg cccgaggact gcagcattgg gctcctgccc cggaaccatg
     3781 ataagaatcg aagtatggac gtgctgcctc tggaccgctg cctgcccttc cttatctcag
     3841 tggacggaga atccagcaat tacatcaacg cagcactgat ggatagccac aagcagcctg
     3901 ccgccttcgt ggtcacccag caccctctac ccaacaccgt ggcagacttc tggaggctgg
     3961 tgttcgatta caactgctcc tctgtggtga tgctgaatga gatggacact gcccagttct
     4021 gtatgcagta ctggcctgag aagacctccg ggtgctatgg gcccatccag gtggagttcg
     4081 tctccgcaga catcgacgag gacatcatcc acagaatatt ccgcatctgt aacatggccc
     4141 ggccacagga tggttatcgt atagtccagc acctccagta cattggctgg cctgcctacc
     4201 gggacacgcc cccctccaag cgctctctgc tcaaagtggt ccgacgactg gagaagtggc
     4261 aggagcagta tgacgggagg gagggacgta ctgtggtcca ctgcctaaat gggggaggcc
     4321 gtagtggaac cttctgtgcc atctgcagtg tgtgtgagat gatccagcag caaaacatca
     4381 ttgacgtgtt ccacatcgtg aaaacactgc gtaacaacaa atccaacatg gtggagaccc
     4441 tgcggctctg caaggggact ctgctccaca cagtcactca agaagccagg atgacagagg
     4501 ctccactacc ttgtagctgt accatctgga atatgtgacc tcatgagtca tcacagaaag
     4561 gacattgaat ggaggaacca tcttcttgaa gaaagaccat gtatgttttg ggatgaccat
     4621 cactttcctg gccagagtgc tctccttcta ccttgtggtc cttcctatgg atatcctatc
     4681 actccccatc cctttctctt ttgagcccat gtctcttctt tttccttctc tctctctctc
     4741 tttttccagg cctatttcac tgagtcaaat tccagtttaa aaaaaggcat tctgtccttt
     4801 ggtgtagtcg ccaatggcat gaattatgga gccagattgc atgggttaga attccaggtc
     4861 tgccatttac tagatgtgtg acattgggca agttatttaa cttatttgga ctttcttcat
     4921 ctataaaatt gtgataatag tgtacacatc tcacagtgtt gcgaagattt acaaagtact
     4981 tagaactgcc tgatacatag ggttatg
//
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