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Homo sapiens cadherin related family member 2 (CDHR2), transcript variant 1, mRNA
NCBI Reference Sequence: NM_001171976.2
FASTA  Graphics

Go to:

LOCUS       NM_001171976            4509 bp    mRNA    linear   PRI 31-DEC-2022
DEFINITION  Homo sapiens cadherin related family member 2 (CDHR2), transcript

variant 1, mRNA.
ACCESSION   NM_001171976
VERSION     NM_001171976.2
KEYWORDS    RefSeq.
SOURCE      Homo sapiens (human)
  ORGANISM  Homo sapiens

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidae; Homo.

REFERENCE   1  (bases 1 to 4509)
  AUTHORS   Gray ME, Johnson ZR, Modak D, Tamilselvan E, Tyska MJ and Sotomayor

M.
  TITLE     Heterophilic and homophilic cadherin interactions in intestinal

intermicrovillar links are species dependent
  JOURNAL   PLoS Biol 19 (12), e3001463 (2021)
   PUBMED   34871294
  REMARK    GeneRIF: Heterophilic and homophilic cadherin interactions in

intestinal intermicrovillar links are species dependent.
Publication Status: Online-Only

REFERENCE   2  (bases 1 to 4509)
  AUTHORS   Crawley SW, Shifrin DA Jr, Grega-Larson NE, McConnell RE, Benesh

AE, Mao S, Zheng Y, Zheng QY, Nam KT, Millis BA, Kachar B and Tyska
MJ.

  TITLE     Intestinal brush border assembly driven by protocadherin-based
intermicrovillar adhesion

  JOURNAL   Cell 157 (2), 433-446 (2014)
   PUBMED   24725409
  REMARK    GeneRIF: Study found that brush border assembly is driven by the

formation of Ca(2+)-dependent adhesion links between adjacent
microvilli. Intermicrovillar links are composed of protocadherin-24
and mucin-like protocadherin, which target to microvillar tips and
interact to form a trans-heterophilic complex.

REFERENCE   3  (bases 1 to 4509)
  AUTHORS   Behrendt M, Krahn MP, Al-Bayati H, Amiri M, Rizk S and Naim HY.
  TITLE     Cadherin-related protein 24 induces morphological changes and

partial cell polarization by facilitating direct cell-cell
interactions

  JOURNAL   Biol Chem 393 (6), 495-503 (2012)
   PUBMED   22628312
  REMARK    GeneRIF: CDHR24 is directly involved in cell and tissue

morphogenesis
REFERENCE   4  (bases 1 to 4509)
  AUTHORS   McConnell RE, Benesh AE, Mao S, Tabb DL and Tyska MJ.
  TITLE     Proteomic analysis of the enterocyte brush border
  JOURNAL   Am J Physiol Gastrointest Liver Physiol 300 (5), G914-G926 (2011)
   PUBMED   21330445
REFERENCE   5  (bases 1 to 4509)
  AUTHORS   Ose R, Yanagawa T, Ikeda S, Ohara O and Koga H.
  TITLE     PCDH24-induced contact inhibition involves downregulation of

beta-catenin signaling
  JOURNAL   Mol Oncol 3 (1), 54-66 (2009)
   PUBMED   19383367
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  REMARK    GeneRIF: suppression of beta-catenin signaling by PCDH24 leads to
            contact inhibition
REFERENCE   6  (bases 1 to 4509)
  AUTHORS   Gonzales PA, Pisitkun T, Hoffert JD, Tchapyjnikov D, Star RA, Kleta
            R, Wang NS and Knepper MA.
  TITLE     Large-scale proteomics and phosphoproteomics of urinary exosomes
  JOURNAL   J Am Soc Nephrol 20 (2), 363-379 (2009)
   PUBMED   19056867
REFERENCE   7  (bases 1 to 4509)
  AUTHORS   Okazaki N, Takahashi N, Kojima S, Masuho Y and Koga H.
  TITLE     Protocadherin LKC, a new candidate for a tumor suppressor of colon
            and liver cancers, its association with contact inhibition of cell
            proliferation
  JOURNAL   Carcinogenesis 23 (7), 1139-1148 (2002)
   PUBMED   12117771
REFERENCE   8  (bases 1 to 4509)
  AUTHORS   Suzuki ST.
  TITLE     Recent progress in protocadherin research
  JOURNAL   Exp Cell Res 261 (1), 13-18 (2000)
   PUBMED   11082270
  REMARK    Review article
COMMENT     REVIEWED REFSEQ: This record has been curated by NCBI staff. The
            reference sequence was derived from AK315055.1, AB047004.1,
            AC091934.2 and AK225217.1.
            
            On Aug 14, 2020 this sequence version replaced NM_001171976.1.
            
            Summary: This gene is a member of the protocadherin family, which
            represents a subset of the larger cadherin superfamily. The members
            of the protocadherin family encode non-classical cadherins that
            function as calcium-dependent cell-cell adhesion molecules. This
            protocadherin represents a new candidate for tumor suppression.
            Alternatively spliced transcript variants that encode the same
            protein have been identified. [provided by RefSeq, Jan 2010].
            
            Transcript Variant: This variant (1) represents the longer
            transcript. Both variants 1 and 2 encode the same protein.
            
            ##Evidence-Data-START##
            Transcript exon combination :: AK315055.1 [ECO:0000332]
            RNAseq introns              :: single sample supports all introns
                                           SAMEA2152798 [ECO:0000348]
            ##Evidence-Data-END##
            COMPLETENESS: complete on the 3' end.
PRIMARY     REFSEQ_SPAN         PRIMARY_IDENTIFIER PRIMARY_SPAN        COMP
            1-259               AK315055.1         1-259
            260-463             AB047004.1         24-227
            464-464             AK315055.1         464-464
            465-828             AB047004.1         229-592
            829-829             AC091934.2         88025-88025         c
            830-1544            AB047004.1         594-1308
            1545-1545           AC091934.2         85693-85693         c
            1546-1959           AB047004.1         1310-1723
            1960-1960           AC091934.2         84692-84692         c
            1961-3656           AB047004.1         1725-3420
            3657-3657           AK225217.1         1610-1610
            3658-4303           AB047004.1         3422-4067
            4304-4509           AC091934.2         67194-67399         c
FEATURES             Location/Qualifiers
     source          1..4509
                     /organism="Homo sapiens"
                     /mol_type="mRNA"
                     /db_xref="taxon:9606"
                     /chromosome="5"
                     /map="5q35.2"
     gene            1..4509
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="cadherin related family member 2"
                     /db_xref="GeneID:54825"
                     /db_xref="HGNC:HGNC:18231"
                     /db_xref="MIM:619713"
     exon            1..259
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
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     exon            260..326
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     CDS             275..4207
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="protocadherin-24"
                     /codon_start=1
                     /product="cadherin-related family member 2 precursor"
                     /protein_id="NP_001165447.1"
                     /db_xref="CCDS:CCDS34297.1"
                     /db_xref="GeneID:54825"
                     /db_xref="HGNC:HGNC:18231"
                     /db_xref="MIM:619713"
                     /translation="MAQLWLSCFLLPALVVSVAANVAPKFLANMTSVILPEDLPVGAQ
                     AFWLVAEDQDNDPLTYGMSGPNAYFFAVTPKTGEVKLASALDYETLYTFKVTISVSDP
                     YIQVQREMLVIVEDRNDNAPVFQNTAFSTSINETLPVGSVVFSVLAVDKDMGSAGMVV
                     YSIEKVIPSTGDSEHLFRILANGSIVLNGSLSYNNKSAFYQLELKACDLGGMYHNTFT
                     IQCSLPVFLSISVVDQPDLDPQFVREFYSASVAEDAAKGTSVLTVEAVDGDKGINDPV
                     IYSISYSTRPGWFDIGADGVIRVNGSLDREQLLEADEEVQLQVTATETHLNIYGQEAK
                     VSIWVTVRVMDVNDHKPEFYNCSLPACTFTPEEAQVNFTGYVDEHASPRIPIDDLTMV
                     VYDPDKGSNGTFLLSLGGPDAEAFSVSPERAVGSASVQVLVRVSALVDYERQTAMAVQ
                     VVATDSVSQNFSVAMVTIHLRDINDHRPTFPQSLYVLTVPEHSATGSVVTDSIHATDP
                     DTGAWGQITYSLLPGNGADLFQVDPVSGTVTVRNGELLDRESQAVYYLTLQATDGGNL
                     SSSTTLQIHLLDINDNAPVVSGSYNIFVQEEEGNVSVTIQAHDNDEPGTNNSRLLFNL
                     LPGPYSHNFSLDPDTGLLRNLGPLDREAIDPALEGRIVLTVLVSDCGEPVLGTKVNVT
                     ITVEDINDNLPIFNQSSYNFTVKEEDPGVLVGVVKAWDADQTEANNRISFSLSGSGAN
                     YFMIRGLVLGAGWAEGYLRLPPDVSLDYETQPVFNLTVSAENPDPQGGETIVDVCVNV
                     KDVNDNPPTLDVASLRGIRVAENGSQHGQVAVVVASDVDTSAQLEIQLVNILCTKAGV
                     DVGSLCWGWFSVAANGSVYINQSKAIDYEACDLVTLVVRACDLATDPGFQAYSNNGSL
                     LITIEDVNDNAPYFLPENKTFVIIPELVLPNREVASVRARDDDSGNNGVILFSILRVD
                     FISKDGATIPFQGVFSIFTSSEADVFAGSIQPVTSLDSTLQGTYQVTVQARDRPSLGP
                     FLEATTTLNLFTVDQSYRSRLQFSTPKEEVGANRQAINAALTQATRTTVYIVDIQDID
                     SAARARPHSYLDAYFVFPNGSALTLDELSVMIRNDQDSLTQLLQLGLVVLGSQESQES
                     DLSKQLISVIIGLGVALLLVLVIMTMAFVCVRKSYNRKLQAMKAAKEARKTAAGVMPS
                     APAIPGTNMYNTERANPMLNLPNKDLGLEYLSPSNDLDSVSVNSLDDNSVDVDKNSQE
                     IKEHRPPHTPPEPDPEPLSVVLLGRQAGASGQLEGPSYTNAGLDTTDL"
     sig_peptide     275..334
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="COORDINATES: ab initio prediction:SignalP:4.0"
     mat_peptide     335..4204
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /product="Cadherin-related family member 2.
                     /id=PRO_0000004011"
                     /note="propagated from UniProtKB/Swiss-Prot (Q9BYE9.2)"
     misc_feature    359..361
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    674..676
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    818..820
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    836..838
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    857..859
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
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                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    1172..1174
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    1337..1339
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    1385..1387
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    1475..1477
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    1652..1654
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    1967..1969
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2072..2074
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2120..2122
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2168..2170
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2312..2314
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2360..2362
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2375..2377
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2597..2599
                     /gene="CDHR2"
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                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2735..2737
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2885..2887
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    2903..2905
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    3005..3007
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    3068..3070
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    3593..3595
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="N-linked (GlcNAc...) asparagine.
                     /evidence=ECO:0000255; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); glycosylation site"
     misc_feature    3737..3799
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="propagated from UniProtKB/Swiss-Prot (Q9BYE9.2);
                     transmembrane region"
     misc_feature    3812..4204
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="propagated from UniProtKB/Swiss-Prot (Q9BYE9.2);
                     Region: Mediates interaction with USH1C and MYO7B and is
                     required for proper localization to microvilli tips and
                     function in microvilli organization.
                     /evidence=ECO:0000269|PubMed:24725409"
     misc_feature    4016..4018
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="Phosphoserine.
                     /evidence=ECO:0007744|PubMed:24275569; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); phosphorylation site"
     misc_feature    4049..4204
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="propagated from UniProtKB/Swiss-Prot (Q9BYE9.2);
                     Region: Disordered. /evidence=ECO:0000256|SAM:MobiDB-lite"
     misc_feature    4169..4171
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="Phosphoserine.
                     /evidence=ECO:0000250|UniProtKB:E9Q7P9; propagated from
                     UniProtKB/Swiss-Prot (Q9BYE9.2); phosphorylation site"
     exon            327..398
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            399..538
                     /gene="CDHR2"
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                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            539..589
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            590..679
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            680..769
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            770..895
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            896..1042
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            1043..1118
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            1119..1234
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            1235..1468
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            1469..1624
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            1625..1786
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            1787..1848
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            1849..2092
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            2093..2332
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            2333..2402
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            2403..3008
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3009..3080
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3081..3130
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3131..3282
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3283..3391
                     /gene="CDHR2"
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                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3392..3480
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3481..3549
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3550..3627
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3628..3688
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3689..3813
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3814..3927
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            3928..4008
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            4009..4066
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     exon            4067..4509
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /inference="alignment:Splign:2.1.0"
     regulatory      4284..4289
                     /regulatory_class="polyA_signal_sequence"
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="hexamer: AATATA"
     polyA_site      4304
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="major polyA site"
     polyA_site      4359
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
                     /note="major polyA site"
     polyA_site      4509
                     /gene="CDHR2"
                     /gene_synonym="PCDH24; PCLCK; PCLKC"
ORIGIN      
        1 aaagggggca ggaaccgtca cattgttcag tgatgaaaac cgagggctgc aggagtgcgg
       61 accctggaag atcgaggaag acaagtctac ccgaatcccc cactgtccct ccatcttact
      121 cgtcctcctt ccctcacttc ccagcccccg gcaccagctc gactcgagct tagtggcttt
      181 caggcaacgg aagctgtgtg accttgggca agacacggac tctctccgga ccccgcagcg
      241 ttccgacatc cagaatgcag tccctgcgga tgtgatggcc cagctatggc tgtcctgctt
      301 cctccttcct gccctcgtgg tgtctgtggc agccaacgtg gccccgaagt tcctagccaa
      361 catgacgtca gtgatcctgc ctgaggacct gcctgtgggt gcccaggcct tctggttggt
      421 agcggaagac caggacaatg accctctgac ctatgggatg agcggcccca atgcctactt
      481 cttcgctgtc actccgaaaa ctggggaagt gaagctggcc agcgctctgg actacgagac
      541 actctacaca ttcaaagtca ccatctccgt gagcgacccc tacatccagg tgcagaggga
      601 gatgctggtg attgtggaag atagaaacga caacgcaccc gttttccaga acaccgcttt
      661 ctccaccagc atcaacgaga ccctgcccgt gggcagtgtg gtgttctccg tgctggccgt
      721 ggataaagac atggggtctg caggcatggt cgtgtactcc atagagaagg tcatccctag
      781 cactggggac agcgagcatc tcttccggat cctggccaat ggctccatag tcctcaatgg
      841 cagcctcagc tacaacaaca agagcgcttt ctaccagctg gagctgaagg cctgtgactt
      901 gggcggcatg taccacaaca ccttcaccat ccagtgctcc ctgcctgtct tcctgtccat
      961 ctccgtggtg gaccagcctg accttgaccc ccagtttgtc agggagtttt actcggcctc
     1021 tgtggctgag gatgcagcca agggaacctc ggtgctgacg gtggaggctg tggatggcga
     1081 caaaggcatc aatgaccctg tgatctacag catctcctac tccacgcggc ccggctggtt
     1141 tgacatcggg gcagatgggg tgatcagggt caacggctcc ctggaccgtg agcagctgct
     1201 ggaggcggat gaggaggtgc agctgcaggt cacggccacc gagacacacc tcaacatcta
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     1261 cgggcaggag gccaaggtga gcatctgggt gacagtgaga gtgatggacg tcaatgacca
     1321 caaacctgag ttttacaact gcagcctccc agcctgcacc ttcacccccg aagaggccca
     1381 agtgaacttc actggctacg tggacgagca tgcctccccc cgcatcccca tcgatgacct
     1441 caccatggtg gtctacgacc cggacaaggg cagcaatggc accttcctgt tgtcgctggg
     1501 gggccccgat gcagaagcct tcagcgtctc cccggagcgg gcagtgggct cagcctccgt
     1561 tcaggtgctg gtgagagtat ccgcgctggt ggactacgag aggcagacgg cgatggcggt
     1621 gcaggttgtg gccacagact ccgtcagcca gaacttctcc gtcgccatgg tgaccatcca
     1681 ccttagagac attaatgacc acaggcccac gtttccccag agcttgtacg tcctcacggt
     1741 gccagagcac agcgccaccg gctctgtggt caccgacagc atccacgcca cggacccaga
     1801 cacgggcgcg tggggccaaa ttacctacag cctgctccca ggaaatgggg cagacctctt
     1861 ccaagtggat cccgtctcag ggacggtgac ggtgaggaac ggtgagctgc tggaccggga
     1921 gagccaggcc gtgtactacc tgacgctgca ggccacagac ggcgggaacc tgtcctcctc
     1981 caccacactg cagatccacc tgctggacat caacgacaat gcacccgtgg ttagcggctc
     2041 ctacaacatc ttcgtccagg aggaggaggg caatgtctcc gtgaccatcc aggcccacga
     2101 caatgatgag ccgggcacca acaacagccg tctgctcttc aacctgctgc ctggccccta
     2161 cagccacaac ttctccttgg accctgacac agggctcctc agaaacctgg ggcccctgga
     2221 cagagaggcc atcgaccccg ccctggaggg ccgcattgtg ctgacagtgc ttgtgtctga
     2281 ctgcggcgag cctgtcctcg gcaccaaagt caatgtcacc atcactgtgg aggacatcaa
     2341 tgataacctg cccatcttca atcagtccag ctacaacttt acggtgaagg aggaggatcc
     2401 aggagtgcta gtgggcgtgg tgaaggcctg ggacgcggac cagacggaag ccaacaaccg
     2461 catcagcttc agcctgtcgg ggagtggtgc caactacttc atgatccgag gcttggtgct
     2521 gggggctggg tgggctgagg gctacctccg gctgcccccg gacgtgagcc tggattacga
     2581 gacacagccc gtcttcaact tgacagtgag tgctgagaac ccagaccccc aggggggtga
     2641 gaccatagta gacgtctgcg tgaatgtgaa agacgtgaac gacaatcccc ccaccctgga
     2701 tgtagcctca ctccggggca tccgtgtggc tgagaatggc tcacagcacg gccaggtggc
     2761 tgtggtggtt gcctcggatg tggacaccag tgcccagctg gagatacagc ttgtgaacat
     2821 tctctgcacc aaggccgggg tcgatgtggg cagcctatgc tggggctggt tctcagtggc
     2881 ggccaacggc tctgtgtaca tcaaccagag caaagccatc gactacgagg cctgtgacct
     2941 ggtcacgctg gttgtgcggg cctgtgacct agccacggac cccggcttcc aggcctacag
     3001 caacaatgga agcctcctca ttaccattga ggacgtgaat gacaatgcac cctattttct
     3061 gcctgagaat aagacttttg tgatcatccc tgaactcgtg ctgcccaacc gggaggtggc
     3121 ttctgtccgg gccagagacg atgattcagg gaacaatggc gtcatcctgt tctccatcct
     3181 ccgagtagac ttcatctcta aggacggggc caccatccct ttccagggtg tcttctcgat
     3241 cttcacctcc tccgaggccg acgtgttcgc tgggagcatt cagccggtga ccagcctcga
     3301 ctccactctc caaggcacct accaagtgac agtccaggcc agggacagac cttccttggg
     3361 tcctttcctg gaagccacca ccaccctgaa tctcttcacc gtggaccaga gttaccgctc
     3421 gcggctgcag ttctccacac cgaaggagga ggtgggcgcc aacagacagg cgattaatgc
     3481 ggctcttacc caggcaacca ggactacagt atacattgtg gacattcagg acatagattc
     3541 tgcagctcgg gcccgacctc actcctacct cgatgcctac tttgtcttcc ccaatgggtc
     3601 agccctgacc cttgatgagc tgagtgtgat gatccggaat gatcaggact cgctgacgca
     3661 gctgctgcag ctggggctgg tggtgctggg ctcccaggag agccaggagt cagacctgtc
     3721 gaaacagctc atcagtgtca tcataggatt gggagtggct ttgctgctgg tccttgtgat
     3781 catgaccatg gccttcgtgt gtgtgcggaa gagctacaac cggaagcttc aagctatgaa
     3841 ggctgccaag gaggccagga agacagcagc aggggtgatg ccctcagccc ctgccatccc
     3901 agggactaac atgtacaaca ctgagcgagc caaccccatg ctgaacctcc ccaacaaaga
     3961 cctgggcttg gagtacctct ctccctccaa tgacctggac tctgtcagcg tcaactccct
     4021 ggacgacaac tctgtggatg tggacaagaa cagtcaggaa atcaaggagc acaggccacc
     4081 acacacacca ccagagccag atccagagcc cctgagcgtg gtcctgttag gacggcaggc
     4141 aggcgcaagt ggacagctgg aggggccatc ctacaccaac gctggcctgg acaccacgga
     4201 cctgtgacag gggcccccac tcttctggac cccttgaaga ggccctacca caccctaact
     4261 gcacctgtct ccctggagat gaaaatatat gacgctgccc tgcctcctgc ttttggccaa
     4321 tcacggcaga caggggttgg ggaaatattt tattaccaat gtatactgtg acagtttgta
     4381 gccaaaaact gcggctggag gggtggggac gggacactga gtggtcacaa gggacttggg
     4441 ctcacagcac aggggggaca aggggctgga gagggtggcc tttaaaagac aactgtggtt
     4501 atagaatga
//
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