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########################################
# Program: needle
# Rundate: Sat 18 Feb 2023 22:43:06
# Commandline: needle
#    -auto
#    -stdout
#    -asequence emboss_needle-I20230218-224334-0746-51911769-p1m.asequence
#    -bsequence emboss_needle-I20230218-224334-0746-51911769-p1m.bsequence
#    -datafile EBLOSUM62
#    -gapopen 10.0
#    -gapextend 0.5
#    -endopen 10.0
#    -endextend 0.5
#    -aformat3 pair
#    -sprotein1
#    -sprotein2
# Align_format: pair
# Report_file: stdout
########################################

#=======================================
#
# Aligned_sequences: 2
# 1: Sequence_2
# 2: Sequence_4
# Matrix: EBLOSUM62
# Gap_penalty: 10.0
# Extend_penalty: 0.5
#
# Length: 461
# Identity:     455/461 (98.7%)
# Similarity:   455/461 (98.7%)
# Gaps:           6/461 ( 1.3%)
# Score: 2400.0
# 
#
#=======================================

Sequence_2         1 MVSYWDTGVLLCALLSCLLLTGSSSG---GRPFVEMYSEIPEIIHMTEGR     47
                     ||||||||||||||||||||||||||   |||||||||||||||||||||
Sequence_4         1 MVSYWDTGVLLCALLSCLLLTGSSSGSDTGRPFVEMYSEIPEIIHMTEGR     50

Sequence_2        48 ELVIPCRVTSPNITVTLKKFPLDTLIPDGKRIIWDSRKGFIISNATYKEI     97
                     ||||||||||||||||||||||||||||||||||||||||||||||||||
Sequence_4        51 ELVIPCRVTSPNITVTLKKFPLDTLIPDGKRIIWDSRKGFIISNATYKEI    100

Sequence_2        98 GLLTCEATVNGHLYKTNYLTHRQTNTIIDVVLSPSHGIELSVGEKLVLNC    147
                     ||||||||||||||||||||||||||||||||||||||||||||||||||
Sequence_4       101 GLLTCEATVNGHLYKTNYLTHRQTNTIIDVVLSPSHGIELSVGEKLVLNC    150

Sequence_2       148 TARTELNVGIDFNWEYPSSKHQHKKLVNRDLKTQSGSEMKKFLSTLTIDG    197
                     ||||||||||||||||||||||||||||||||||||||||||||||||||
Sequence_4       151 TARTELNVGIDFNWEYPSSKHQHKKLVNRDLKTQSGSEMKKFLSTLTIDG    200

Sequence_2       198 VTRSDQGLYTCAASSGLMTKKNSTFVRVHEKGPGDKTHTCPPCPAPELLG    247
                     |||||||||||||||||||||||||||||||   ||||||||||||||||
Sequence_4       201 VTRSDQGLYTCAASSGLMTKKNSTFVRVHEK---DKTHTCPPCPAPELLG    247

Sequence_2       248 GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN    297
                     ||||||||||||||||||||||||||||||||||||||||||||||||||
Sequence_4       248 GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHN    297

Sequence_2       298 AKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI    347
                     ||||||||||||||||||||||||||||||||||||||||||||||||||
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Sequence_4       298 AKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTI    347

Sequence_2       348 SKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQ    397
                     ||||||||||||||||||||||||||||||||||||||||||||||||||
Sequence_4       348 SKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQ    397

Sequence_2       398 PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY    447
                     ||||||||||||||||||||||||||||||||||||||||||||||||||
Sequence_4       398 PENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY    447

Sequence_2       448 TQKSLSLSPGK    458
                     |||||||||||
Sequence_4       448 TQKSLSLSPGK    458

#---------------------------------------
#---------------------------------------




