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The deposition of Gregory Cooper, Ph.D., held
remotely pursuant to notice before Michelle M.
Yohler, CSR, RMR, CRR, a certified shorthand

reporter, CSR No. 84-4531.
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PROCEEDTINGS

(Technician read-on.)

MS. REPORTER: Before I swear the witness
in, can I please have all attorneys identify
themselves and who they represent for the record.

MR. BAUGHMAN: Sure. It's Steve Baughman
and Josh Reich for the patent owner from
Groombridge, Wu.

MR. WALTER: Derek Walter of Weil,

Gotshal & Manges for Petitioner Parse.

(WHEREUPON, the witness was duly sworn.)

GREGORY COOPER, Ph.D.,
called as a witness herein, having been first duly
sworn, was examined and testified as follows:
EXAMINATION
BY MR. BAUGHMAN:

Q Good morning, Dr. Cooper. I know you've
been through this a bunch of times, so we'll skip
a lot of the formalities at the beginning, but I
want to make sure that you have access to the
exhibits we put in the download link.

A Yep. I have them.
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Q Great.

And I assume that those are the only
things you have access to; those are clean copies
and you don't have notes or anything else
available to you; 1i1s that right?

A That's correct.

Q And just one more formality. I assume you
don't have any apps open that would let you see
messages from somebody else except us?

A No.

Q Very good.

Okay. Your reply declaration in this
proceeding is Exhibit 1059; is that correct?

(WHEREUPON, Exhibit No. 1059 was first
referenced.)

BY THE WITNESS:

A Let me -- oh, I see. Sorry. Yes.
BY MR. BAUGHMAN:

Q Feel free to go ahead and open that up.

A  Yep.

Q Okay. What was your understanding of what

you were doing in this reply declaration?
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MR. WALTER: Objection. Form.
BY THE WITNESS:

A  So my understanding is that it's written
as a response to Dr. Quackenbush's report and some
of the arguments therein.

BY MR. BAUGHMAN:
Q And is Dr. Quackenbush's report you're
referring to Exhibit 20137
(WHEREUPON, Exhibit No. 2013 was first
referenced.)
BY THE WITNESS:
A Let me -- yes, that looks correct.
BY MR. BAUGHMAN:
QO Thanks.
And is it your understanding that
Dr. Quackenbush in Exhibit 2013 was responding to
your original opinions in your opening
declaration, which is Exhibit 10027
(WHEREUPON, Exhibit No. 1002 was first
referenced.)
BY THE WITNESS:

A So it would be my understanding that his
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declaration would be in part a response, but it
could encompass other things, I suppose. But I
don't know the full scope of what's excepted in
that opening report for patent owner in an IPR.
BY MR. BAUGHMAN:

Q Is it your understanding that in your
reply declaration, you were allowed to change your
original opinions?

A No, I don't believe so. And I don't
believe I did change any of my original opinions.
It was more about focused and addressing specific
things that I had objected to or disagreed with
Dr. Quackenbush.

Q And is it your understanding that you were
allowed here to start over with new opinions in
your reply declaration?

A No, I don't believe there are any new
opinions.

Q Do you have an understanding about whether
Dr. Quackenbush will be allowed now to put in
another declaration responding to your reply

declaration?
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A I believe patent owner has a —-- what I
called a surreply, so I assume he is, but I'm not

sure about the rules of an IPR.

When did you read it?

Q Did you read Parse's petition in this IPR?
A The original petition?

Q Yes.

A Yes.

Q

A

Oh, I don't remember. I probably looked
at it multiple times, but I may have looked at it
early on before even agreeing. But, yeah, I can't
say when I was -- it may have been months ago; I
don't remember.

Q Did you read it before it was filed?

A T do not believe so, no.

Q Have you read Parse's reply paper in this
IPR?

A The same reply that was filed at the same
time as my reply declaration? Yes.

Q Did you read that before it was filed?

A T may have. I remember talking about it.

It was right around the same time it was filed. I
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12

don't know -- I didn't put any substance into it,
so I looked at it, but it was right around the
same time it was filed. So it may have been a day
or two before, day or two after; I don't know.

Q Did you make any suggestions or comment on
the document before i1t was filed?

A No, not on the specific text of the -- I
mean, we had been -- it could have been indirectly
because we had been talking about my declaration
reply, so I don't know to what extent anything
that I was -- that I had spoken about with the
Weil folks in terms of my declaration, I don't
know if that shaped that reply brief, but I didn't
specifically comment on any tech aspect of the
reply brief.

Q In your declaration, you lay out the
elements of the patent claims that you're opining
about; is that right?

MR. WALTER: Objection —--
BY MR. BAUGHMAN:
Q I'm sorry, I should say Exhibit 1002, vyour

original declaration.
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A  So in my original declaration, I did walk
through each sort of element of the '981 claims
and how Linnarsson and McCloskey and some of the
other evidence relates to those.

Q And you addressed the same claim
limitations again in your reply declaration,
correct, with the same numbering?

A Certainly the claim numbers are the same.
I don't —- I can't say that all the formatting
with the As and Bs translated exactly, yes, but
it's the same claim, same elements, vyes.

Q Give me one second to find a page number

for you.

Can I ask you, please, to open
Exhibit 1002, your original report.
A Okay.
Q And look at Paragraph 195.

MR.

documents,

MR.

MR.

MR.

WALTER: Hold up a second. The

when you download them, they're not --
BAUGHMAN: Certainly.

WALTER: -- it's hard to find things.

BAUGHMAN: And, Derek, please let me
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14

know when you're ready. I don't want to go ahead
without vyou.

MR. WALTER: Okay.
BY MR. BAUGHMAN:

Q Are you there, Dr. Cooper, at
Paragraph 195 of Exhibit 100272

A The paragraph that reads, "It is my
opinion that Linnarsson discloses a method
comprising"?

Q Yes.

A Yes.

Q I bring you here simply to show you what's
been numbered element 1G of the claim right above
it; do you see that?

A I do.

Q And I know in your reply declaration,
Exhibit 1059, you also talk about limitation 1G;
is that right?

A I believe so, but if you want me to look,
I can find the exact section.

Q I can give you an example. In

Paragraph 54 of Exhibit 1059, you refer to
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15

claim 1G, correct?

A Yes, that looks correct.

Q And it requires sequencing the plurality
of tagged polynucleotides to obtain a plurality of
identified polynucleotide sequences?

A That's right.

Q In your opinion, how much of the tagged
polynucleotide needs to be sequenced to meet this
claim limitation?

MR. WALTER: Objection. Form.
BY THE WITNESS:

A So I don't think the claim -- the claim
language doesn't specify any specific portion; it
Just says sequencing the plurality to obtain a
plurality of identified polynucleotide sequences.

So I suppose there's an implicit
limitation there that you have to be able to
identify the sequence, but there's no statement --
no quantitative assertion within the claim about
some fraction or length or whatever.
BY MR. BAUGHMAN:

Q So is it your view that part of the tag
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16

has to be sequenced?

A Well, I would say that in this particular
claim element, you just have to sequence the
tagged polynucleotides. It doesn't say you have
to sequence a tag, but there are contextual
elements here that -- there are other parts of
claims that inform you that you have to use the
tags for certain regions, and to the extent that
you would need to use the tag for other
limitations, then obviously you would need to
sequence that tag.

Q And would that be part of the tag or all
of the tag?

MR. WALTER: Objection. Form.
BY THE WITNESS:

A  You would have to sequence enough of the
tag to use it in compliance with the limitation
imposed by the other portions of the language of
those claim elements that talk about, for example,
using the first tag to differentiate cells.

But I don't necessarily think you have to

sequence the whole tag. You may —-- maybe or maybe
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17

not, as long as you're using it for the purpose
that the claim dictates.
BY MR. BAUGHMAN:

Q Would you need to sequence some of the
polynucleotide corresponding to the sample
polynucleotide?

A Yes, I believe that is part of -- again,
doing this 1G as part of a series of other steps
that are required by the claim, yes.

Q And, again, how much of that?

MR. WALTER: Objection.
BY THE WITNESS:

A The -- I don't see a statement in the
claims that narrow it to any specific quantitative
measure in terms of what portion it required.
BY MR. BAUGHMAN:

Q I'm going to ask you to look at
Exhibit 1059. That's your reply declaration,
please.

A Okay.

Q And I may sometimes just say your new

declaration or your reply declaration. If I do

PLANET DEPOS

Parse Biosciences, Inc. v. 10x Genomics, Inc.

IPR2023-00876
Page 00017



10

11

12

13

14

15

16

17

18

19

20

21

22

Transcript of Gregory Cooper, Ph.D.
Conducted on May 2, 2024

18

that, I mean to refer to Exhibit 1059. Is that
okay with you?

A 1059 is the reply or -- or new?

QO Yes.

A Yeah, that's fine.

Q And if I ever confuse you about that, feel
free to ask me, and I'll try to clarify with an
exhibit number.

A Okay.

Q Thank you.

In Paragraph 29 of your reply declaration,
Exhibit 1059, you describe Figure 1 of Linnarsson;
do you see that? Paragraph 29.

A Yes, I see that.

Q And in Paragraph 29, you say, "Linnarsson
generally teaches this method in Figure 1
comprising the following steps," colon, and then
there's a quote and a list of steps.

Do you see that?

A I do.

Q In your opinion, simply by making these

statements about Figure 1, has Linnarsson
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disclosed any and every way of tagging and
sequencing tagged polynucleotides?

A Any and every way? So, no, I don't -- I
think I would agree it says what it says, and it
provides a general overview of the disclosed
methods within Linnarsson as providing a sort of
summary of each individual step. I don't think
it's describing necessarily the entire universe of
all possible methods of tagging or sequencing.

Q Can I ask you, please, to look at
Paragraph 126 of your reply declaration that's
Exhibit 1059. Right near the end, if that helps.

A  You said 1267

Q 126, please. Yes.

A Okay.

Q Do you see that in Paragraph 126 you state
that in your original declaration, which I
understand is Exhibit 1002, you, quote, undertook
a detailed obviousness analysis of Linnarsson and
McCloskey, including explanations of how they are
analogous and relate to the same field of endeavor

as the '981 patent; is that right?
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Yes.

Is that a true statement?

S ORI

T believe so.

Q Could I ask you, please, looking at
Exhibit 1002, to show me where in that original
declaration you explain that Linnarsson 1is
analogous to the '981 patent?

A So starting with the 1059 reply quotes to
Paragraphs 27 to 37; wherein, it describes the
sort of general overview of the '981 claims, and
it talks about how the patent generally describes
methods for analyzing nucleic acids from two or
more single cells.

And it also refers to Paragraphs 99 to 104
of the declaration that talks about a general
overview of McCloskey, including that it describes
a method of DNA analysis for single cell samples
that utilizes tag sequences.

And it also refers to Paragraphs 108 to
117 of the original that talk about Linnarsson in
general in how that teaches a method of analyzing

gene expression in a plurality of single cells by

PLANET DEPOS

Parse Biosciences, Inc. v. 10x Genomics, Inc.

IPR2023-00876
Page 00020



10

11

12

13

14

15

16

17

18

19

20

21

22

Transcript of Gregory Cooper, Ph.D.
Conducted on May 2, 2024 21

preparing a tagged cDNA library.

And Paragraphs 186 to 194 as well speak to
this subject.

Q Can you point to any text in those
paragraphs that actually equates Linnarsson and
the '981 patent or connects the two of them?

A T think I just did. I talk about how they
are all focused on the same endeavor about looking
at single cells, tagging nucleic acids, sequencing
them, analyzing them, et cetera.

So they're clearly directed to the same
general topic. Same field of endeavor I think is
the way to put it.

Q Is there a statement, though, in your
Exhibit 1002 that says they are in the same field
of endeavor, the two of them?

A So you're asking about the 1002 now?

Q Your original declaration, Exhibit 1002.

A So in Paragraph 187, it says that the
Linnarsson -- the Linnarsson and McCloskey
references are in the same field of endeavor.

Q Yes, McCloskey and Linnarsson in the same
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field of endeavor; I see that. Do you see any
statement that Linnarsson and the '981 patent are
in the same field of endeavor?

A So in Paragraph 185, I mention that only
analogous art may be considered in an obviousness
analysis and then provide the definition that that
art is analogous if it is in the same field of
endeavor.

And, again, I provide lots of scientific
details about why McCloskey, Linnarsson, and the
'981 are all transitively in the same field of
endeavor.

Q But you can't find in Exhibit 1002 any
statement that Linnarsson and the '981 patent are
in the same field of endeavor, correct?

MR. WALTER: Objection. Form.

BY THE WITNESS:

A So, again, I think I provided lots of
scientific evidence as to why they're in the same
field of endeavor.

BY MR. BAUGHMAN:

Q So I understand you're arguing that
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there's a basis for saying so, but can you point
to any place in Exhibit 1002 where you did say so?

A So I just pointed out in the
paragraph when I talk about my understanding of
the rules of even conducting an obviousness
analysis 1s that they're required to be in the
same field of endeavor, and that, therefore, it
logically follows that I find the '981 and
Linnarsson and McCloskey to be in the same field
of endeavor.

Q So your testimony today is that in
Paragraph 25 where you stated your understanding
of the legal rules governing your analysis, that
statement is enough to assert that Linnarsson and
the '981 patent are in the same field of endeavor?

A I think combined with all of the
scientific evidence I provide that they are in the
same field of endeavor is sufficient, yes, I think
that point is clear.

Q And you say in your reply declaration you
included explanations of how they are in the same

field of endeavor as each other, but you did not
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24

state in Exhibit 1002 that they are, correct?
MR. WALTER: Objection. Form.
BY THE WITNESS:

A Sorry, we're talking about 1059 or 1002
now?

BY MR. BAUGHMAN:

Q In 1059, you say that you gave
explanations of how Linnarsson and the '981 patent
are in the same field of endeavor, correct?

A That's right.

Q Where is that explanation saying that '981
and Linnarsson are in the same field of endeavor?

MR. WALTER: Objection. Form.
BY THE WITNESS:

A So, again, I point to Paragraphs 27 to 37,
99 to 104, 108 to 117, and 186 to 194 as
paragraphs in the 1002 that are relative to this
question.

BY MR. BAUGHMAN:

Q So you'll agree that in the 1002

declaration, you did not state that Linnarsson and

'981 are in the same field of endeavor?
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25

MR. WALTER: Objection. Asked and
answered. Form.
BY THE WITNESS:

A T don't agree with that at all. I just
explained that the -- my understanding of the
rules of the obviousness analysis; I explained
about all the scientific analysis that places them
in the same field of endeavor; so, no, I disagree
with that statement.

BY MR. BAUGHMAN:

Q But there are no words saying that '981
and Linnarsson are in the same field of endeavor
in your Exhibit 100272

MR. WALTER: Objection. Form.
BY THE WITNESS:

A Again, I disagree. What I said previously
is that I provide lots of evidence; I talk about
my understanding of the -- of the requirements to
do an obviousness analysis; and provide lots of
evidence as to why they're in the same field of
endeavor. So that to me is very clear from the

declaration.
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BY MR. BAUGHMAN:

Q But you don't have a sentence saying they
are analogous?

MR. WALTER: Objection. Form. Asked and
answered.
BY THE WITNESS:

A T disagree with that. I think it's very
clear from my declaration they're in the same
field of endeavor.

BY MR. BAUGHMAN:

Q But you didn't state that in so many

words, unless you can point that to me, correct?
MR. WALTER: Objection. Form. Asked and

answered.

BY THE WITNESS:

A So, again, if you look at Paragraph 25, if
you look at all the paragraphs we just discussed
about all the scientific evidence, I feel it is
very clear.

BY MR. BAUGHMAN:
Q Would you agree, Dr. Cooper, that the only

mentions of the word "analogous" in your
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declaration Exhibit 1002 are in Paragraph 25 where
you state the rules and in Paragraph 187 where you
equate McCloskey and Linnarsson but not the '981
patent?

A So, I guess, there's two parts of that
question. If you just do a search for the word
"analogous," it appears three times in those two
paragraphs that we just discussed.

But it's unreasonable to suggest that's
not about the '981 patent, considering the entire
declaration is focused on the claims of the '981
patent.

Q And those two paragraphs are Paragraph 25
and Paragraph 187 in Exhibit 1002, right?

A That's correct.

Q And you don't mention the '981 patent in
Paragraph 187.

A So, again, the whole document is focused
on the claims of the '981. The literal numbers
"'981" don't appear in those two paragraphs, but I
don't find that relevant to the understanding of

how you would read 1it.

PLANET DEPOS

Parse Biosciences, Inc. v. 10x Genomics, Inc.

IPR2023-00876
Page 00027



10

11

12

13

14

15

16

17

18

19

20

21

22

Transcript of Gregory Cooper, Ph.D.
Conducted on May 2, 2024 28

And I should say that the -- especially
187, for example, talks about analysis of single
cells with tagging, et cetera, so there's lots of
shared claim language with the '981 that makes it
very clear.

Q So you could make an argument now that
they are analogous, but you don't set forth an
explicit argument in your Exhibit 1002 that they
were, correct?

MR. WALTER: Objection. Asked and
answered. Form.
BY THE WITNESS:

A T disagree with that. I think we've
already gone through why I believe it's clear from
my declaration that the '981 and Linnarsson and
McCloskey are all analogous to one another.

BY MR. BAUGHMAN:

Q Dr. Cooper, would you agree that
Linnarsson's method begins with releasing mRNA
from each cell -- each single cell to provide a
plurality of individual mRNA samples?

A Well, I -- this might be helpful to go
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back to the Figure 1 language, I believe it starts
with "obtaining a sample." Would probably be a
better characterization of what Linnarsson starts
with; you have to have some input from which you
obtain your polynucleotides.

Q Would you agree that Linnarsson then
releases mRNA from each single cell to provide a
plurality of individual mRNA samples?

A So, yes, at some point in Linnarsson, you
release -- from the sample that you get, you
obtain single cells and then release mRNA -- or
release polynucleotides generally from those
single cells, including mRNAs.

Q Would you agree that in Linnarsson, the
mRNA 1s indiscriminantly released from each single
cell?

A TI'm not sure I understand what you mean by
"indiscriminantly."

Q Have you ever used the phrase "the mRNA in
Linnarsson is indiscriminantly released from each
single cell"?

A I may have. I don't -- I can't remember
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sitting here right now. It's possible. I
don't...

Q In your own usage, what does the word
"indiscriminantly" mean?

A Without -- sort of, without any scheme of
selection, just sort of randomly.

Q And is it your understanding that in
Linnarsson, the mRNA is released from each single
cell in the way you Jjust used the word
"indiscriminantly"?

A Certainly it -- as a general matter,
there's no requirement that you do it any specific
way, but I don't -- what I'm trying to understand
is I don't know that you could not practice
Linnarsson with a method that did it differently,
but, in general, it is released. So they're
just -- the cells are just lysed opened and mRNA
is released at random or indiscriminantly.

Q Do you agree that Linnarsson doesn't
describe any additional elimination or filtration?

A I wouldn't make a blanket statement to

that effect, but I'm just sort of saying I don't

PLANET DEPOS

Parse Biosciences, Inc. v. 10x Genomics, Inc.
IPR2023-00876

Page 00030



10

11

12

13

14

15

16

17

18

19

20

21

22

Transcript of Gregory Cooper, Ph.D.
Conducted on May 2, 2024

31

think the methods are necessarily incompatible
with that, but there are certainly embodiments
that -- in which the cell is open -- popped open
and all the mRNAs are released indiscriminantly.

Q Do you agree that in Linnarsson, the
released mRNA sample comprises substantially all
mRNA molecules of each single cell?

A I don't -—- I don't think it's necessarily
required. I think in some embodiments, it would
happen that way.

As one example, depending on how the lysis
happens, there could be RNAs in the nucleus that
aren't released, as those in cytoplasm, et cetera.
So there could be ways to implement a method that
wouldn't necessarily include all, it would be a
subset.

Q But would you agree that Linnarsson's
method as you understand it did include all?

A Not necessarily in all embodiments. I
think there are methods that would fall within the
scope of Linnarsson's disclosure that would not

release all.
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Q For all the embodiments you relied on
here, would you agree that it is all?

A No, I wouldn't agree with that because to
the extent that lots of the steps of Linnarsson --
so, for example, just priming a cDNA synthesis
reaction doesn't require that the input include
everything.

So I don't think Linnarsson really
provides any specific exclusion or inclusion of
that sort of statement. It can be done in
multi -- in a multiplicity of ways, including all,
including a subset, et cetera.

Q So you disagree with the statement that in
Linnarsson, because the mRNA is indiscriminantly
released from each single cell and because
Linnarsson does not describe any additional
elimination or filtration, the released mRNA
sample comprises substantially all mRNA molecules
of said cell?

A I don't think I said that.

Q Well, do you disagree with it?

A So I would reiterate my previous response
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that there's -- that Linnarsson discloses a series
of general steps; that you can have elements
within them that provide differential performance
or differential behaviors.

Which, again, the example of cytoplasmic
versus nuclear RNAs, you could handle differently
and still practice the Linnarsson method on those
different kinds of -- the Linnarsson method would
encompass those different kinds of sample prep
methods.

So it may include all, it may not, and you
could still be -- and it would still be within the
scope of what Linnarsson describes.

Q Would it surprise you if you had
characterized Linnarsson as disclosing all?

A No, in the sense of at least some
embodiments include all, but it doesn't
necessarily exclude embodiments that don't include
all.

Q Would you agree that Linnarsson's method
then tags these sample polynucleotides for the

purpose of gene expression analysis?
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A So, I mean, I think Linnarsson is
generally focused on gene expression, and many of
the elements therein are focused on gene
expression, yes.

Q Would you agree that persons of skill
would understand that the purpose of Linnarsson's
method would be to analyze substantially all mRNA
molecules of the cell?

A No, I would -- I would think that at least
one application of Linnarsson would include trying
to analyze all the mRNAs, but there are many other
applications of Linnarsson that would not entail
amplifying all mRNAs or targeting them all.

For example, it talks about designing
primers that are gene-family-specific, and so
there are clearly embodiments of Linnarsson that
only look at subsets of RNAs.

Q So sitting here today, you disagree that
persons of skill would understand that the purpose
of Linnarsson's method would be to analyze
substantially all mRNA molecules of the cell?

MR. WALTER: Objection. Form.
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BY THE WITNESS:
A No, I don't -- what I said was that it
is -- Linnarsson describes a method that one might

use to analyze all of them, but that isn't an
exclusionary. It's possible to do it other -- to
practice methods of Linnarsson that don't look at
all, and it's possible to practice Linnarsson that
does look at all. It encompasses both kinds of
approaches.

BY MR. BAUGHMAN:

Q I guess I'm trying to understand your
answer. I'm going to try it again.

Dr. Cooper, do you agree that a person of
skill would understand that the purpose of
Linnarsson's method would be to analyze
substantially all mRNA molecules of the cell?

A T would state that one purpose of
Linnarsson is to amplify is to look at all the
mRNAs, but not the only purpose of Linnarsson.

Q So a statement that it is the purpose of
Linnarsson 1s wrong?

A To the extent that you're implying it's
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the only purpose, then that's wrong, yes.

Q Would you agree that persons of skill
would understand that Linnarsson describes a
method which is designed to be applied to
substantially all mRNA molecules of a given cell?

A Agaln, but not to the exclusion of other
embodiments that don't look at all.

Q And, Dr. Cooper, you've testified about
Linnarsson in several different IPR proceedings
now; 1is that right?

A Yes. Three of them at this point, yes.

Q And in each case, it was the same
Linnarsson reference, which here is Exhibit 1003?

A Yes.

Q I'm going to ask you to look at
Paragraph 85 of Exhibit 1059, your reply
declaration.

A Okay.

Q There's a block quote there, and
underneath the block quote in Paragraph 85,
there's this statement where you say: "Thus, a

POSA would find it obvious from McCloskey's method
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to expand barcodes to different lengths depending
on the size of a sample and needs of the
experiment."

Do you see that?

A T do.

Q And that's your testimony in your reply
declaration, correct?

A Yes.

Q Where in your original declaration,
Exhibit 1002, did you say it would have been
obvious from McCloskey and McCloskey's method to
expand barcodes to different lengths depending on
the size of a sample and needs of the experiment?

A So I think this issue is addressed
repeatedly in the original declaration. So, as an
example, if you look in Paragraph 92, I talk about
why —-- essentially the motivation to combine
McCloskey and Linnarsson is to solve the
amplification bias problem that Linnarsson notes
is an issue, and, to do that, one uses the random
barcode strategy that is described by McCloskey.

And so in my original declaration, I
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discuss at great length the nature of that
strategy and how it works.

So in Paragraph 92, for example, it says
that looking at the McCloskey that every sample --

every polynucleotide within every sample are first

uniquely tagged. By uniquely tagging -- and I say

the number of unique tags correspond to the number
of unique polynucleotides. So it's clear that
that measure of uniqueness is important.

I also cite to in McCloskey -- so that --
and that analysis appears in many places
throughout my original declaration.

I also cite specifically to the page in
McCloskey that defines what the random barcode is.
So, for example, in Paragraph 206, I talk about
how McCloskey has a batch stamp element and a,
quote, barcode to distinguish polynucleotide
sequences arising from different cell or allele
copies. And I cite to Page 763 and 764.

And in that 764, it provides a definition
of "barcode" that we just talked about, which is

that it's that currently a set of nucleotides, but
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it could be a variable length, and that the
formula for determining how many unique barcodes
arise from any given length is 4n.

So this is really filled throughout my
original declaration, both the specific definition
that McCloskey provides and the general nature
that would instruct a POSA as to how and why
they're using that barcode and how to incorporate
it into their experiment.

Q Where do you -- where in your declaration,
Exhibit 1002, do you discuss calculating the
number of barcodes as 4n?

A Well, we just talked about Paragraph 206,
and I believe that's cited multiple times.

Paragraph 206 --

Q Let me stop you there before you go on to
other paragraphs.

In Paragraph 206, do you discuss
calculating 4n?

A I cite to the specific definition that
McCloskey provides, which includes the 4n

paragraph -- which includes the 4n definition for
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the barcode.

Q Do you quote --

A (Indiscernible) in quotes for showing that
it's a definition and that McCloskey teaches that
definition.

Q Yeah. Do you say 4n anywhere in your
declaration?

A Again, I cite to that definition
repeatedly.

Q So it's in McCloskey, but where do you
cite -- where do you quote from it? Where do you
quote 4n?

A I talked about multiple locations where I
cite exactly to that "how the barcode is defined"
and point to the page number in McCloskey that
provides that definition which includes 4n and --

Q So you don't --

A —-- context --

Q Sorry.

A Sorry.

This is in the context of lots of

explanation as to how the barcode strategy works
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and why a POSA would want to use that randomer
strategy and how it would be important to go after
uniqueness, et cetera. So it's -- to me it's very
clear that that's what's written here.

Q And nothing in Paragraph 206 talks about
expanding the barcode to different lengths, does
it?

A I disagree. I talk about the nature of
that barcode, provide the definition, I provide
McCloskey's definition of it, point to the
citation that provides that for more detail, and
it's clear within the overall discussion that
that's what's written.

Q Are there any words in Paragraph 206 you
see that talk about expanding?

A Again, I refer specifically to the
McCloskey barcode definition which talks about how
the length can be variable.

Q So the only reference that you are
pointing to in Exhibit 206 about expanding
barcodes to different lengths depending on the

size of the sample and needs of the experiment 1is
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your citation to page that includes the definition
of a barcode?

A Well, and, again, 206 and elsewhere I talk
about the nature and purpose and design strategy
of that barcode. And general in terms of that
the -- the whole point of the randomer is to get a
diversity of sequences.

So i1f you look at the last sentence of
Paragraph 206, it specifically talks about how --
how and why you're using that barcode and that a
POSA would understand that.

Q Do you ever use the word "length" talking
about a barcode in your declaration exhibit 100272

A I believe I do, yes.

Q Where?

A In Paragraph 192 I talk about the lengths
of the Linnarsson and McCloskey barcodes and how
they're within -- and I provide a range for the
Linnarsson barcodes, for example.

Again, making clear that both Linnarsson
and McCloskey essentially contemplate variable

length barcodes depending on the needs of the
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experiment.

Q And your statement in Paragraph 192 that
you just called us to is that McCloskey discloses
that its batch stamp typically comprises 6 to 8
nucleotides and its barcode comprises 7
nucleotides.

Do you see that quote from your
declaration?

A T do.

Q Are there any words there that talk about
4n or other lengths of the barcode?

A So, again, I cite specifically to the page
number that provides the definition.

We're talking about -- and the context
here of these sentences is all about
variable-length barcodes. It talks about
"typically comprises." It's -- and it's "could
have essentially designated."

So there's clearly variability
contemplated in both my declaration here and in
the documents that it's referring to.

Q What word in your sentence "McCloskey
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discloses that its batch stamp typically comprises
6 to 8 nucleotides and its barcode comprises 7
nucleotides" suggests variability in the barcode?

A Again, the entire nature of this whole
sentence here we're talking about the variability
of lengths of barcodes in both of them; the
reference to the definition of the barcode, which
talks about the variable length of it; use of the
word "typically," et cetera. I feel like this is
very clear.

Q And is there any discussion in this
paragraph about expanding barcodes to different
lengths depending on the size of the sample and
needs of the experiment besides the citation to
764 1in McCloskey?

A And the fact we're talking about the
Linnarsson -- the Linnarsson cell tag; the
McCloskey batch stamps are variable lengths and
how they can be combined together; and the
citation to 764; and the whole purpose of this
strategy, which is to use the McCloskey random

barcoding strategy to solve amplification bias.
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QO And you state that the barcode comprises 7
nucleotides; those are your words, right?

A That phrase occurs. That phrase is
written there, yes, but, again, it's in the
context of this discussion about variable length
and what's typical and what a POSA can do,
et cetera. So it's -- 1it's with the citation to
the variable-length definition as well.

Q And your next sentence actually says what
a POSA would in your opinion do -- what you're
relying on a POSA to do, which is that, "A POSA
could have conceptually designated the first 6 to
8 nucleotides of Linnarsson's cell tag sequence to
identify the single cell origin of the tagged
polynucleotide and used the next 7 nucleotides to
distinguish the tagged polynucleotide from other
one of the same single cell," right?

A Yes, I -- I say a POSA could have done
that. There are a whole range of other
implementations that a POSA would have been well
empowered to do given standard competencies of a

person of skill in the art.
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Q And this is in mapping to the claim,
right? Paragraph 1927

A So I think this is in the context of -- I
have to scroll up.

This i1s talking about motivation to
combine Linnarsson and McCloskey so as to render
obvious the claims.

QO And it's to render obvious element 1F,
right?

A Well, it may be used in other -- other
portions of the document as well, but I think the
motivation to mine is generally important, but
certainly specifically what's relevant to 1F.

Q And in this Paragraph 192, you don't talk
about other possibilities a person of skill might
have used, correct? You just say 7 nucleotides --
"its barcode comprises 7 nucleotides" in the
second-to-last sentence.

And then you say, "A POSA could have
conceptually designated the next 7 nucleotides to
distinguish the tagged polynucleotide from other

one of the same single cell."
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A I'm sorry, what's the question?

Q You don't state in Paragraph 192 any other
possibility a POSA might have done in implementing
the combination you're arguing?

A Well, I believe from reading this text,
it's clear there's a range of possibilities. If
you just look at the fact that the Linnarsson
barcode can be up to 20, for example, and the fact
that we're citing to McCloskey's definition of
barcodes, which are themselves intrinsically
variable, I believe it's very clear that you can
tailor the length of those individual components
to fit the needs of your experiment --

Q But you agree --

A -- that.

Q Sorry.

You would agree, Dr. Cooper, that
Linnarsson discusses a range of different things.
You've said so.

A Yes.

Q Is it your argument that you're relying on

all of the different possibilities in Linnarsson
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as your mapping for the claims here?

A I feel 1like that's a very open-ended
question, and I'm not comfortable answering that
one way or the other.

I talk about lots of specific evidence
that maps to individual claim elements, but to the
extent there's an argument that some claim
language necessarily excludes certain other
embodiments, I don't necessarily agree with that.

But, no, I'm not saying everything maps to
everything; I'm saying I have lots of specific
evidence at specific locations. But that evidence
of one thing doesn't necessarily preclude
something else from happening, I guess, 1s --
there's lots of optionality within these schemes.

Q And did you describe any other optionality
in discussing element 1F in your declaration
including in Paragraph 192 beyond using 7
nucleotides to distinguish the tagged
polynucleotide from other one of the same single
sample -- single cell?

A T believe we just went through this. We
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talked about the variable-length Linnarsson; we
talked about the variable-length McCloskey; we
talked about the specific definition of the
barcodes that McCloskey provides on Page 764; I
say that they could have done this; there are
"typically comprises."

So I think it's clear that there's a range
of barcode lengths that one might use -- that a
POSA might use, and, again, design of which would
be totally routine and conventional practice.

Q So it's your testimony that in mapping
element 1F, to a 7-nucleotide barcode for
McCloskey, by using the word "could," you were
suggesting that there might be many other
possibilities that you're relying on here and that
patent owner and the board would need to consider?

MR. WALTER: Objection. Form.
BY THE WITNESS:

A I guess I would disagree. I'm giving 7 as
one example, and, again, talking about in the
context of the ranges that are implied by -- or

explicitly written in there, 4 to 20 in
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Linnarsson, for example; 6 to 8 for the batch
stamp; and if you go to the 4n language in the
McCloskey citation.

So I think it's clear that there's a range
of possible limitations that all map to this claim
language that are expressly contemplated by a
combination of Linnarsson and McCloskey.

BY MR. BAUGHMAN:

QO You keep referring to the 4n language in
the definition, which you never quote in your
Exhibit 1002, right?

A I cite to it repeatedly.

Q You cite to a definition that includes
that and other things, correct?

A I cite -- I talk about, quote/unquote,
barcode and then provide a page number that
provides the full definition of barcode and -- as
it's used in McCloskey.

Q And the definition of barcode as its used
in McCloskey isn't limited to calculating 4n, 1is
it; it describes the function of a barcode in

McCloskey, correct?
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MR. WALTER: Objection. Form.
BY THE WITNESS:

A It -- so the definition provides the
length of the barcode; it talks about the formula
for determining the diversity of barcodes that
account for any given length; it says that we
currently use 7.

So it clearly defines a variable scope --
a variable-length barcoding strategy for use in
reducing amplification bias.
BY MR. BAUGHMAN:

Q And you chose to state in your declaration
that its barcode comprises 7 nucleotides, right?

A That one particular sentence, i1t includes
that in the context of a section that's clearly an
exemplary statement.

Q Well, this is a section that's mapping
your argued combination to the claim language,
right?

A This is providing one exemplary mapping of
the claim of the Linnarsson and McCloskey

disclosures to the claim language, yes.
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Q What other exemplary mapping do you
provide in this section?

A Again, we just talked about that, the 4 to
20, 6 to 8, the reference to the variable-length
barcode by McCloskey. 1It's all in there. 1It's in
the declaration that this is clearly -- that the
POSA could have a range of experimental design
choices in terms of the length of those specific
barcodes that would all fall within the scope of
what's disclosed by Linnarsson and McCloskey and
that map to the '981 claim, in particular this
step.

Q So apart from these last two sentences in
Paragraph 192, that "McCloskey's barcode comprises
7 nucleotides" and your statement that a person of
skill would use the next 7 nucleotides to
distinguish the tagged polynucleotide from others,
is there any other specific statement of ways you
would shape your combination to meet the
definition -- I'm sorry -- to meet the claim
limitation 1F?

A So I think you missed -- I don't -- I
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didn't say they would have; I said they could
have. Again it suggests to me it's -- I'm giving
this as one example of how McCloskey and
Linnarsson combine to render obvious this claim
element in the context of a discussion about what
the purpose of those barcodes are, what the
general definition is, why you would use them, why
you would use particular combination.

And, given all that, a POSA would
understand that a range of barcode randomers is —-
is essentially within the scope of design choices
that a POSA would use to optimize the experiment
for themselves.

Q And you didn't give any other example in
this section, did you, besides 7 nucleotides?

MR. WALTER: Objection. Form. Asked and
answered.

BY THE WITNESS:

A So we talked about how the Linnarsson
barcodes can be up to 20. So if you add -- even
if you have the batch stamp of 8 and the barcode

of 7, there's 5 extra nucleotides. So Jjust that
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alone suggests that you can expand that -- either
or both of those barcodes to the larger length.

So, no, I don't —— I don't agree with that
statement that it's the only thing written here.
BY MR. BAUGHMAN:

Q Did you specify any other example using

those bases or anything else?

MR. WALTER: Objection. Asked and
answered. Form.

BY THE WITNESS:

A So I -- I'm not sure I'm understanding
how -- we've gone through this over and over
again. I provide lots of definitions about how

the barcode is variable length, and I provide one
example that they could have done it with using a
6-to-8 batch stamp and a 7 -- 7 nucleotide random
barcode. I don't read that language as excluding
other possibilities; it's merely one example.

Q And, as you said, we've been talking about
this for a while. You have yet to point me to
another example where you specify what it could

be, correct? Another specific example with a
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length of the nucleotides.

MR. WALTER: Objection. Asked and
answered. Form.
BY THE WITNESS:

A Yeah, I guess I didn't call out the entire
range of numbers that one might choose to practice
barcode -- to practice McCloskey. I reference the
fact that it's variable length as defined by
McCloskey. I provide the definition. I talk
about the purpose and how a POSA would understand
it. So, to me, it's very clear that it's not
restricted to 7.

BY MR. BAUGHMAN:

Q You said you didn't call out the entire
range of numbers. Did you call out any other
specific number besides 77

A I talk about the Linnarsson barcodes are
4 to 20 so it would be clear --

Q That's not -- I'm sorry, that's not the
number --

MR. WALTER: Hold on. Hold on. Let him

finish. Let him finish.
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Go ahead and finish, Dr. Cooper.

I wouldn't jump in like this, but you keep
asking the same questions over and over and over,
so I felt like I need to.

But go ahead and finish --

MR. BAUGHMAN: I apologize for
interrupting. I didn't mean to, and I'll let him
finish. I would --

MR. WALTER: Go ahead and finish. Go
ahead and finish.

MR. BAUGHMAN: Counsel, no, I'm sorry, now
that you started this, I would ask that you limit
your objections to form. Your coaching is not
necessary for the witness. Thank you.

MR. WALTER: Go ahead and finish,

Dr. Cooper.
BY THE WITNESS:

A Okay. So I was just saying that there's
an express disclosure in there about how the
Linnarsson range is 4 to 20, and we're talking
about combining the functions of the Linnarsson

cell tag barcode with the McCloskey random
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amplification-bias-producing barcode.

So, at the very least, it contemplate --
it's expressly disclosed here that the -- you can
combine those two barcodes and use up to at least
20. So that range is explicitly written into this
paragraph.

BY MR. BAUGHMAN:

Q Okay. What is the number of nucleotides
that you provided for the barcode other than 72

A Well, again, I think it -- the combination
of those can be up to 20, as were written there.
At the very least -- and that ignores all the
other disclosures talking about other possible
embodiments, but it's -- we're giving 7 as an
example, and that 1s not -- 1t's clearly written
as a nonexclusive example.

Q But the only example you provided even
though you say it's not exclusive?

A The only number I mention here
specifically is 7, but it's in the context of what
I believe would be clear to a POSA that it can be

optimized to fit the needs of their particular
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experiment.

Q Could I ask you, please, to take a look at
your Exhibit 1059, your reply declaration.
Okay.

And Paragraph 91, in particular.

= ORI

Okay.

Q Do you see there, Dr. Cooper you refer to
the McCloskey patent application US20070026407

A In the footnote -- yeah, sorry. Yes, I
see that.

Q That's not an exhibit in this proceeding,

is it?
A I'm not sure one way or the other. I
don't think -- I don't know.

Q And, Dr. Cooper, you never referred to
that document in your original declaration,
Exhibit 1002, did you?

A Let me check for a second. I don't
believe so.

No, I can't find that number, so I don't
believe I referenced it, but I could be wrong, I

don't remember it, but I don't find it there.
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Linnarsson's CDS includes a sequence of thymines
that directs synthesis of a cDNA strand by
hybridizing with the poly-A tail of an mRNA stand,

right?

You probably answered, but I missed it. I'm

SOrry.

map to the claim language of the '981 patent,

right?

used to map the claim language, yes.

Exhibit 1002 again. It's your original

declaration. And turn to Page 66.

number. Good question.

Q Dr. Cooper, it's your opinion that

A It certainly does 1in some embodiments.

Q Sorry. I lost the audio for a second.

A I said it does in some embodiments.

Q And those are embodiments that you used to

A Those are among the embodiments that I

Q Could I ask you, please, to turn to

A The Bates number or the page number?

Q I'm sorry, that's the actual native page

And I accidentally closed my copy, SO give

PLANET DEPOS
888.433.3767 | WWW.PLANETDEPOS.COM 144 Genomics, Inc. Exhibit 2020

Parse Biosciences, Inc. v. 10x Genomics, Inc.
IPR2023-00876
Page 00059



10

11

12

13

14

15

16

17

18

19

20

21

22

Transcript of Gregory Cooper, Ph.D.
Conducted on May 2, 2024 60

me a second.

I'm caught up. Are you on Page 66, which
is, using the numbers in the lower right,
1002.0717

A Yes.

Q And do you see there's a section heading
"[1C] generating a plurality of tagged
polynucleotides from the plurality of sample
polynucleotides"?

A Yes.

Q So is this part of your original
declaration where you are mapping your argued
coverage of that limitation of the claim?

A So I wouldn't -- I don't know 1f that's
the only place, but, yes, certainly this is where
I'm providing specific evidence relevant to that
claim limitation.

Q And specifically you're mapping limitation
1C here?

A Yes. Again, I can't be certain that that
nomenclature is the same. Was -- I think there

was some alphabetical number, but, 1C as defined
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in the declaration, yes. I can't remember if that
was the same lettering that was used in the
original claim language but...

QO Understood.

And the claim language, however it was
numbered originally that we're talking about, 1is,
"generating a plurality of tagged polynucleotides
from the plurality of sample polynucleotides,"
right?

A That's right.

Q Okay. 1I'd ask you to turn a few
paragraphs forward to Paragraph 139.

Do you see that?

A Yes.

Q And that's still part of the same
discussion of limitation 1C?

A Yes.

Q And you say in Paragraph 139 that,
"Linnarsson first teaches using a tagged CDS
during cDNA synthesis to generate the tagged
cDNA," right?

A  Yes.
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Q And this is part of your mapping it to the
generating claim limitation 1C?

A Yes.

Q You go on to say, "For example, Figures 2
and 11 shown below depict an mRNA strand (boxed in
red, below) with a poly-A tail (highlighted in
red, below) and a CDS or tailed o0ligo-DT primer
(boxed in green, below) that directs synthesis of
a cDNA strand," right?

A Yes.

Q And you're pointing to both Figure 2 and
Figure 11 for that in the -- in the space beneath
the words, you've actually given an excerpt of
both of those figures from Linnarsson, right?

A That's correct.

Q And in both Figures 2 and Figure 11,
you're relying on the poly-A tail functionality as
part of generating tagged cDNA, correct?

A Well, in the context of Figures 2 and 11,
that's how the CDS is defined within those
particular embodiments, yes.

The CDS is the important part of that
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process, and in this case, it's based on the

poly-A —-- the poly-A sequence.

Q

demonstrated in Figures 2 and 11 above, the CDS or
tailed 0ligo-DT primer includes a sequence of
thymines (highlighted in green, above) that
hybridize the sequence of adenines making up the

poly-A tail of the mRNA molecule," right?

A Yes.
Q And you say next, "This process is further
described in Linnarsson's figure description: 'A

reverse transcription step. A tailed oligo-DT
primer directs synthesis of the cDNA strand,'" and

it goes on, right?

A

Q

your discussion, and you say, "For example,

Figure 4 depicts an example of a CDS (boxed in

green,
green,

A

Q

And in Paragraph 140, you say, "As

Yes.

And then in Paragraph 141, you continue

below) with a cell tag (highlighted in
below)," right?
Yes.

And this is your mapping of limitation 1C
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of the patent claim?

A Yes.

Q Dr. Cooper, you agree that bacteria are
prokaryotic, right?

A Yes.
Q They don't have a nucleus.
A Okay.
QO Do you agree with that?
A I think -- I recall 101 Biology, I think
most bacteria don't have nuclei. I can't -- I
wouldn't -- I'm not a bacteriologist. There could
be some that do; I really don't know.

Q But you would agree they're prokaryotic?

A Yes, they're often defined as prokaryotes,
yes.

Q Do you agree that only eukaryotic
organisms ordinarily have mRNA with a poly-A tail?

A I don't think that's true. I think there
are evidence of polyadenylation in some
prokaryotic organisms. I don't think it's used in
qguite the same way or has the same mes- -- same

functionality. But I actually think there are
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examples of poly-A-tailed mRNAs in bacteria.

Q Well, let me ask it this way: Do you
agree that only eukaryotic organisms have actively
transcribed mRNA with a poly-A tail?

A No, again, I don't agree with that. I
think there are bacteria that have poly-A t