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AC AF516752;

XX

DT 06-AUG-2002 {Rel. 72, Created)

DT 15-APR-2005 (Rel. 83, Last updated, Version 4)

XX
DE Sphingobium herbicidovorans R-2,4-dichlorophenoxypropicnate dioxygenase
DE {(rdpA) gene, complete cds.
XX
KW
XX
0§ - Sphingobium herbicidovorans
oC Bacteria; Protecbacteria; Alphaprotecbhacteria; Sphingomonadales;
oC Sphingomonadaceae; Sphingobium.
XX
RN [1]
RP 1-888
RX DOL; 10.1128/A L7L .8 .B357-5365.2004
RX PUBMED; 15345421 .
RrRR Schleinitz K.M., Kleinsteuber 8., Vallaeys T., Babel %W.;
RT "Localization and characterization of two novel genes encoding
RT stereospecific dioxygenases catalyzing 2{2,4-dichlorophenoxy)propionate
RT cleavage in Delftia acidovorans MCLl™;
RL Appl. Environ. Microbiol. 70(9):5357-5365(2004;.
XX
RN [2]
RP 1~-888
RA Schleinitz K.M.;
rr ;
RL Submitted {31-MAY-20C2) to the EMBL/GenBank/DDBJ databases.
RL Environmental Microbiology, Center for Environmental Research,
RL Fermoserstrasse 15, Leip=zig 04318, Cermany
XX
RN {31
c Sequence update by submitter
RP 1-888
RA Schleinitz K.M.;
RT 7
RL Submitted {20-AUG-2003) t£o the EMBL/CGenBank/DDBJ datzbases.
RL Environmental Microbiology, Center for Environmental Research,
RL Permoserstrasse 15, Leipzig 04318, Germany
XX
cC On Aug 20, 2003 this seguence version replaced gi:22087568.
XX
FH Key Location/Qualifiers
FH
FT FOUXCS 1..888
FT /organism="Sphingobium herbicidovorans"
FT /strain="MH"
FT /mol_type="genomic DNA"
FT /db xref="taxon:76947"
FT  gene 1..888
FT /gene="rdpA"
FT DS 1..888
FT /codon_start=1
FT /transl_table=11
T /gene="rdpa"
FT /product="R-2,4-dichlorophenoxypropicnate dicxygenase”
T /note="FelIl and alpha-ketoglutarate-dependent dioxygenase;
FT gimilar to TauD and Tfaa®
FT /db xref="GOA:QBKSCE"
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BT /db_xref="Intsg 3 og3pgian

T /db_xref="UniProtXB/TrEMBL: Q8KaCE"

FT 0g65.2"

T /translation="MHAALSPLSQRFERTIAVQPLTCVLGAEITGVDLREPLDDSTWNET

FT LDAFHTYQVIYFPGOAITNEQHIAFSRRFGPVDPVPLLKSIEGYPEVOMIRREANESGR

FT VIGDDWHTDSTFLDAPPAAVVMRAIDVPEHGGDTEFLSMYTAWETLSPTMQATIEGLNY

FT VHSATRVFGSLYQAQNRRFSNTSVKVMDVDAGDRETVHPLVVTHPGSGRKGLYVNQVYC

FT QRIEGMTDAESKPLLOFLYEHATRFDFTCRVRWKKDQVLVWDNLCTMERAVPDYAGKFR

FT YLTRTTVGGVRPAR"

X¥

8¢ Sequence 888 BP; 168 A; 306 C; 272 G; 142 T; O other;
atgecatgetg cactgtceccoe ccteteocoag cgectttgage gcecatcgeggt ccagcecgcetg
accggegtooe tgggcgceoga gatcacogge gtegacctge gogagecgcet cgacgacage
acctyggaacyg aaatccbcga cgcegttcocac acttaccagg tcatctattt toccggecag
gcgatcacca acgaacagca catcgcecttc agecggoget tcggocccgt cgatcecegtg
ccecctagctca agagcatcga agggtatcca gaggtgcoaga tgatcocgoccecg cgaagcocaacd
gaaagcggge gtgtgategg tgatgactgg cacaccgaca gceaccttoct ggacgcacag
ceggeogecyg tggtgatgog cgcgatcgac gtgoeccecgagce atggeggega caccggtttt
ctgagecatgt acaccgogtyg ggagacgetg tcogoecaccea tgcaggecac catcocgaaggg
ttgaacgtag tgcacagcocge cacgegtgtg titoggcoctoge tctaccaggs ¢cagaaccgg
cgettoagea acaccagegt caaggtgatg gacgtogacyg cgggogacceyg tgaaaccegtg
cacccecectgg tggtgaccca tcococgggecage ggcogcaagg goectgtacgt gaaccaggtc
tattgccagec gcatcgaggg catgaccgat goecgaaagca aaccgctget gcagttcectg
tacgagcatg cgacacggtt cgatttcacce tgeogogtge gotggaagasa ggaccaggtco
ctggtctggy acaacctgtg cacgatgcac cgggoecgtac ccgactacgc gggcaagttco
cgctacctga cgcgcaccac ggtcggtgge gtgcgcecogy cgogotag
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