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LOCUS AJ628859 2693 bp DNA linear BCT 03-MAR-2004 
DEFINITION Sphingomonas herbicidovorans tnpA gene for transposase and rdpA 

gene for (R)-2-(2,4-dichlorophenoxy)propionate,2-oxoglutarate 
dioxygenase. 

ACCESSION AJ628859 
VERSION 
KEYW:JRDS 

SOUR2E 

AJ628859.l GI:44903448 
(R)-2-(2,4-dichlorophenoxy)propionate,2-oxoglutarate dioxygenase; 
rdpA gene; tnpA gene; transposase. 
Sphingobium herbicidovcrans (Sphingomonas herbicidovorans) 

ORSANISM S:_:hin,-_-10L:--'----;_1E'. he_:_·1_;--'----,_;--'----:Jovor2_;_1s 

Bacteria; Proteobacteria; Alphaproteobacteria; Sphingomonadales; 
Sphingomonadaceae; Sphingobium. 

REFERENCE 1 
AUTHORS 
TITLE 

Kohler,H.P. 
Sphingomonas herbicidovorans MH: a versatile phenoxyalkanoic acid 
herbicide degrader 
J. Ind. Microbial. Biotechnol. 23 (4-5), 336-340 (1999) JOURNAL 

PUBMED 
REFERENCE 2 

AUTHORS 

TITLE 

JOURNAL 
REFERENCE 

AUTHORS 
TITLE 
JOURNAL 

Mueller,T.A., Byrde,S.M., Werlen,C., van der Meer,J.R. and 
Kohler,H.P.E. 
Genetic analysis of phenoxyalkanoic acid degradation in 
Sphingomonas herbicidovorans MH 
Unpublished 
3 (bases 1 to 2693) 
van der Meer,J.R. 
Direct Submission 
Submitted (24-FEB-2004) van der Meer J.R., Department of 
Fundamental Microbiology, University of Lausanne, Batiment de 
Biologie, Lausanne, CH 1015, SWITZERLAND 

FEATURES Location/Qualifiers 
source 1 .. 2693 

/organism-"Sphingobium herbicidovorans" 
/mol_type-"genomic DNA" 
/strain=''strain MH'' 
/db_xref="taxcn: "76'14--7" 
/clone-"pMecl0" 
/clone_lib-"ccsmid 10Al2" 
22G .. 1374 
/gene-"tnpA" 
226 .. 1374 
/gene-"tnpA" 
/citation- [2] 
/codon_start-1 
/transl table~_:c_ 
/product=''transposase'' 
/protein_id="'}-\f'~J~-~SIU. -l" 
/db_xref-"GI:44903449" 
/translation-"MQRDGAVLSMVLRIFLRVIAQTLQTHSPGAAHMDKAGLHIGAIA 
FIHRFGSSLNEHVHFHVCVVDGVFEEVEGEGDADATPRISSPGVIFHAATGIDAATVA 
PVQTTLQKRILRAFVARGLLENCDAKDMLGYKHSGFSVDAGVCIEAHDRAALERLLRY 
CARPPFSIERLRKEGSKLVYRCAKQRNGPTSDKRGAKADELHLTPLELIDRIAALVPP 
PRTHRHRYFGVLAPNSPLRAAVTALAQPAASQPATVETAQPGAGVPGVAAPGNAATPT 
PEPEARPKRAAHYlWAVLIARIYEAFPLLCPMCGGQMRIIAFITHSAEIRHILNHIGV 
ESAPPHITPARGPPLWEGCDAPVDDGAQGEPDWDLAAQPDEVDQRVNW" 
1 733 .. 2620 
/gene-"rdpA" 
1 733 .. 2620 
/gene-"rdpA" 
/function-"first step in (R)-dichlorprop and (R)-mecoprop 
conversion" 
/experiment-"experimental evidence, no additional details 
recorded" 
/citation- [2] 
/codon_start-1 
/transl table~-­
/product-"(R)-2-(2,4-dichlorophenoxy)propionate,2-
oxoglutarate dioxygenase" 
/protein_id=" 1='.l-1,_E'J28ll_._l" 
/db_xref-"GI:44903450" 
/translation-"MHAALSPLSQRFERIAVQPLTGVLGAEITGVDLREPLDDSTWNE 
ILDAFHTYQVIYFPGQAITNEQHIAFSRRFGPVDPVPLLKSIEGvPEVQMIRREANES 
GRVIGDDWHTDSTFLDAPPAAVVMRAIDVPEHGGDTGFLSMYTAWETLSPTMQATIEG 
LNVVHSATRVFGSlYQAQNRRFSNTSVKVMDVDAGDRETVHPLVVTHPGSGRKGLYVN 
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QVYCQRIEGMTDAESKPLLQFLYEHATRFDFTCRVRWKKDQVLVWDNLCTMHRAVPDY 
AGKFRYLTRTTVGGVRPAR" 

ORIGIN 
1 caggccgccc agttgcatca gccgcgccgc gcccagcacc accagcagcg cggcggccgt 

61 catgacctcg cgcgccttgg cgttggccag tacacggaag aacgggttca gcagccacac 
121 gcccgcagcc accagcgcag cccgcgcccc cagcgccagg ccgtattccc ccgcctgccg 
181 gtgcgccagt gggtgctctc cgtgcccaag aggttgcggt acttcatgca acgcgacgga 
241 gcggtgctga gcatggtgct gcgcatcttt ctgcgggtga tcgcacaaac tctgcagacc 
301 cacagccccg gtgcggccca tatggacaag gcaggcctgc acatcggtgc catcgccttc 
361 attcaccgat tcggctccag cctcaatgaa cacgtccact tccacgtttg tgtggtggac 
421 ggggtgtttg aggaagtgga gggcgagggc gatgctgatg cgacccctcg aatctcatcg 
481 ccgggtgtca tctttcacgc ggccaccggc atcgatgcgg ctaccgtggc cccagtgcag 
541 accacactgc aaaaacgtat cctgcgcgcc ttcgttgctc ggggcctgct ggagaactgt 
601 gacgccaaag acatgctggg ctccaaacac agcggcttct cggtggacgc cggtgtctgc 
661 atcgaagccc acgaccgcgc tgcgctggag cggctgctgc gctattgcgc gcgtccaccg 
721 ttttccatcg agcgcctacg cacagaggga agcaaactgg tgtaccgctg tgccaaacag 
781 cgcaacgggc ccaccagtga cacgcgtggt gccaaggcag atgagctgca cctcacaccg 
841 ctggaactga tcgaccgcat cgccgcgctg gtgccaccgc cacgcaccca ccggcaccgc 
901 tactttggtg tgctggcacc aacctcgccg ctgagagcgg cggtaacggc gctggctcag 
961 cctgctgcgt cgcaaccagc cacggtggag actgcacaac ctggcgcggg cgtacctggg 

1021 gtggcggcgc cgggcaacgc ggccacaccc acacccgaac ctgaagcacg cccgaagcga 
1081 gcggcgcatt acttgtgggc ggtgctgatt gcccgcatct acgaggcatt tccgctgctg 
1141 tgccccatgt gcggtgggca gatgcgcatc attgccttca tcacccacag cgccgaaatc 
1201 cgccacatcc tgaaccacat cggggtggag tctgcccccc cgcacatcac cccggcacgc 
1261 gggccaccgc tgtgggaggg ctgcgacgcg ccggtggatg atggtgcgca aggcgagccg 
1321 gattgggatc tggcagctca acccgacgag gtagaccagc gcgtcaattg gtgacccagt 
1381 gaagcggcgg tatccatcgc tgcggggaag cagctgcgcg cgcgccaggc ccaaatgcat 
1441 actgcctccc aagctcttgc cattgagcgg caagcgagcg ctcaaccttc cttggccgaa 
1501 cgtgtttcga ggcccaaaac tcgtgccata cttggcctca tgcggttgaa tttcctatct 
1561 ggattctatc tggatttcgt gccatacttg gcctcatgcg gttgaatttc ctatctggat 
1621 tctacggcat gcccgccgat cagttcggcg cgttcttcaa ggcgcagtac gacgggttca 
1681 accaggtcgt gcgcgagcac aacatcaagt tcgattaagg atcaacgctt ccatgcatgc 
1741 tgcactgtcc cccctctccc agcgctttga gcgcatcgcg gtccagccgc tgaccggcgt 
1801 cctgggcgcc gagatcaccg gcgtcgacct gcgcgagccg ctcgacgaca gcacctggaa 
1861 cgaaatcctc gacgcgttcc acccttacca ggtcatctat tttcccggcc aggcgatcac 
1921 caacgaacag cacatcgcct tccgccggcg cttcggcccc gtcgatcccg tgcccctgct 
1981 caagagcatc gaagggtatc cagaggtgca gatgatccgc cgcgaagcca acgaaagcgg 
2041 gcgtgtgatc ggtgatgact ggcacaccga cagcaccttc ctggacgcac cgccggccgc 
2101 cgtggtgatg cgcgcgatcg acgtgcccga gcatggcggc gacaccggtt ttctgagcat 
21Gl gtacaccgcg tgggagacgc tgtcgcccac catgcaggcc accatcgaag ggttgaacgt 
2221 agtgcacagc gccacgcgtg tgttcggctc gctctaccag gcccagaacc ggcgcttcag 
2281 caacaccagc gtcaaggtga tggacgtcga cgcgggcgac cgtgaaaccg tgcaccccct 
2341 ggtggtgacc catccgggca gcggccgcaa gggcctgtac gtgaaccagg tctattgcca 
2401 gcgcatcgag ggcatgaccg atgccgaaag caaaccgctg ctgcagttcc tgtacgagca 
2461 tgcgacacgg ttcgatttca cctgccgcgt gcgctggaag aaggaccagg tcctggtctg 
2521 ggacaacctg tgcacgatgc accgggccgt acccgactac gcgggcaagt tccgctacct 
2581 gacgcgcacc acggtcggtg gcgtgcgccc ggcgcgctag cgcctcagcg cggcgacgcg 
2641 gaccgccgct gcgcgccgcc cgcaccacac ccacatcgcc acgccggcca gca 
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