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LOCUS MHO43114 888 bp DNA linear SYN 28-APR-2018
DEFINITION Synthetic construct FT_Tv3_d gene, complete cds.
ACCESSION MHO43114

VERSION MHO43114.1
KEYWORDS
SOURCE synthetic construct

ORGANISM synthetic construct
other sequences; artificial sequences.
REFERENCE 1 (bases 1 to 888)
AUTHORS Larue,C.T.
TITLE Development of Robust FOP and Synthetic Auxin Herbicide Tolerance
Traits for GE Crops
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 888)
AUTHORS Larue,C.T.
TITLE Direct Submission
JOURNAL  Submitted (12-MAR-2018) CV, Monsanto Company, 700 Chesterfield PKWY
W, Chesterfield, MO 63017, USA

COMMENT ##Assembly-Data-START##
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..888

/organism="synthetic construct"

/mol_type="other DNA"

/db_xref="taxon:32630"

/note="plant dicot optimized sequence"

1..888

/note="FeIIl and alpha-ketoglutarate-dependent FOPs and
2,4-D dioxygenase"

/codon_start=1

/transl_table=11

/product="FT_Tv3_d"

/protein_id="AWB36298.1"
/translation="MHAALTPLTNKYRFIDVQPLTGVLGAEITGVDLREPLDDSTWNE
ILDAFHTYQVIYFPGQAITNEQHIAFSRRFGPVDPVPILKSIEGYPEVQMIRREANES
SRYIGDDWHADSTFLDAPPAAVVMRAIEVPEYGGDTGFLSMYSAWETLSPTMQATIEG
LNVVHSATKVFGSLYQATNWRFSGTSVKVMDVDAGDRETVHPLVVTHPVTGRRALYCN
QVYCQKIQGMTDAESKSLLQFLYEHATQFDFTCRVRWKKDQVLVWDNLCTMHRAVPDY
AGKFRYLTRTTVAGDKPSR"

ORIGIN

1 atgcacgcgg ctttgacacc tttgaccaac aagtatcggt tcatcgacgt tcaaccactc
61 acaggcgtgc tcggcgcaga gattaccgga gtggacctga gggagccctt agacgactcc
121 acttggaacg agatcctcga cgcctttcac acctaccaag ttatctactt tcctggacag
181 gcgatcacca acgagcagca cattgccttc tcaaggaggt tcggaccggt agatccagtt
241 ccaattctca aatccattga gggttatccc gaggtgcaga tgattagacg agaagccaac
301 gagtcctcac ggtacatagg cgacgattgg cacgcagaca gcaccttcct tgacgctcct
361 ccggctgecg tggttatgeg cgcaatagag gtgccggagt acggceggega taccggtttce
421 ctatcaatgt actctgcatg ggagacgctc tcaccaacga tgcaagccac cattgaaggt
481 ctaaacgtgg ttcactcagc tactaaggtc ttcggaagtc tttaccaggc gacgaattgg
541 aggttcagtg gaaccagtgt gaaggtgatg gatgtggacg ctggagacag ggagacggtg
601 catccactcg tagttacaca ccctgtaact ggacgcagag ccctttactg caaccaggtt
661 tactgccaga agatccaggg aatgactgat gcggagtcta agtccctget tcaattcctc
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721 tacgaacacg ccacccaatt cgacttcact tgtcgtgttc ggtggaagaa ggaccaagtg
781 ctcgtgtggg ataacctttg caccatgcac cgagcagtac cagactacgc cgggaaattc
841 cgctatctca cccgcactac agtggccgga gacaagccta gecgetga
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