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MHO43109 888 bp DNA linear  SYN 28-APR-2018
Synthetic construct FT_C_m gene, complete cds.

MHO43109

MHO43109.1

synthetic construct

synthetic construct

other sequences; artificial sequences.

1 (bases 1 to 888)

Larue,C.T.

Development of Robust FOP and Synthetic Auxin Herbicide Tolerance
Traits for GE Crops

Unpublished

2 (bases 1 to 888)

Larue,C.T.

Direct Submission

Submitted (12-MAR-2018) CV, Monsanto Company, 700 Chesterfield PKWY
W, Chesterfield, MO 63017, USA

#i#Assembly-Data-START##

Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##

Location/Qualifiers

1..888

/organism="synthetic construct"

/mol_type="other DNA"

/db_xref="taxon:32630"

/note="plant monocot optimized sequence"

1..888

/note="FeIl and alpha-ketoglutarate-dependent FOPs and
2,4-D dioxygenase"

/codon_start=1

/transl_table=11

/product="FT_C_m"

/protein_id="AWB36293.1"
/translation="MHAALTPLTNKYRFIDVQPLTGVLGAEITGVDLREPLDDSTWNE
ILDAFHTYQVIYFPGQAITNEQHIAFSRRFGPVDPVPLLKSIEGYPEVQMIRREANES
GRVIGDDWHTDSTFLDAPPAAVVMRAIEVPEYGGDTGFLSMYSAWETLSPTMQATIEG
LNVVHSATKVFGSLYQATNWRFSNTSVKVMDVDAGDRETVHPLVVTHPVTGRRALYCN
QVYCQKIQGMTDAESKSLLQFLYEHATKFDFTCRVRWKKDQVLVWDNLCTMHRAVPDY
AGKFRYLTRTTVAGDKPSR"

tgcacgecgg cgectgactcc tctcaccaac aagtatcget ttatcgacgt gcageccgetg
caggcgtcc tcggtgcaga gattacagge gtggatctge gggagcctct cgatgacagce
cttggaatg agatcctgga cgcctttcac acctaccaag tgatctactt tccgggtcaa
ctatcacta acgagcagca catcgcgttc tcccgeeggt tcggeccctgt ggacccggtg
cgctgttaa agagtatcga gggctatcca gaggtgcaga tgatacggcg cgaggcgaac
agagcggec gggtgatcgg agatgactgg cacaccgatt ccaccttcct ggacgcteccg
ctgccgecg tggtgatgag agctatcgaa gtgccggagt atggaggtga cacaggcttc
tctccatgt acagtgcctg ggagacactc tcgcctacga tgcaagctac catcgaagge
taaacgtgg tccactcggc gacgaaggtc ttcgggtcat tgtaccaggc gactaattgg
gcttctcga acaccagcgt gaaagtgatg gacgtggacg ccggagatag agagactgtg
acccactcg tcgtgacgca tcctgttacg ggaaggcgeg cactctactg caaccaggtg
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721 tacgagcacg ccaccaagtt cgacttcacc tgccgggtcc ggtggaagaa ggaccaagtc
781 ctggtgtggg acaacctgtg taccatgcac cgcgeccgtcc cggactacge tgggaaattc
841 agatacctga cccgcaccac cgtggecggga gacaagccgt cgegttga
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