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ID 
xx 

AF516751 

AC AF516751; 
xx 
SV AF516751.2 
xx 

standard; genomic DNA; PRO; 888 BP. 

DT 06-AUG-2002 (Rel. 72, Created) 
DT 28-JUN-2OO3 (Rel. 76, Last updated, Version 2) 
xx 
DE Rhodoferax sp. P23O R-2,4-dichlorophenoxypropionate dioxygenase (rdpA) 
DE gene, complete eds. 
xx 
KW 
xx 
OS Rhodoferax sp. P230 
OC Bacteria; Proteobacteria; Betaproteobacteria; Burkhclderiales; 
OC Comamonadaceae; Rhodoferax. 
xx 

' RN [1] 

RP 1-888 
RA Schleinitz k.M., Kleinsteuber s., Babel W.; 
RT nTwo novel genes, rdpA and sdpA, encode enantiospecific cleavage of 
RT 2,4-ctichlorophenoxypropionate in Delftia acidovorans MCl"; 
RL Unpublished. 
xx 
RN [2] 
RP 1-888 
RA Schleinitz K.M.; 
RT 
RL Submitted (31-MAY-2O02) to the EMBL/GenBank/DDBJ databases. 
RL Environmental Microbiology, Centre for Environmental Research, 
RL Permo::,erstrasse 15, Leipzig 04318, Germany 
xx 
RN [3) 
RC Sequence update by submitter 
RP 1-888 
RA Schleir.itz K.M.; 
RT 
RL Submitted {25-J0N-2003) to the EMBL/GenBank/DDBJ databases. 
RL Environ.~ental Microbiology, Centre for EnvironmEntal Research, 
RL Permoserstrasse 15, Leipzig 04318, Germany 
xx 
DR GOA; Q8KSC9. 
DR TrEMBL; Q8KSC9; Q8KSC9. 
xx 
CC On Jun 26, 2003 this sequence ver~ion replaced gi:22087565. 
xx 
FH 
FH 
FT 
FT 

Key 

source 

3DCCID <XP 

Location/Qualifiers 

1. .888 
/db_xref="taxon:103036" 

Bayer EX1013 
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FT'"" gene 
FT 
FT CDS 
FT 

<l •• >888 
/gene-"rdpA" 
1. .888 
/codon start=l 

FT /db xref="GOA:Q8KSC9" 
FT /db-xref="TrEMBL:Q8KSC9" 
FT /note="FeII and alpha-ketoglutarate-dependent dioxygenase; 
FT similar to TauD and TfdA" 
FT /transl table=ll 
FT /gene="rdpA" 
FT /product="R-2, 4-dichlorophenoxypropionate dioxygenase" 
FT /protei.n id="AAM90964. 2" 
FT / translation= 0 MHAALSPLSQRFERIAVQPLTGVLGAE ITGVDLREPLDDSTWNE I 
FI' LDAFHTYQVIYFPGQAITNEQHIAFSRRFGPVDPVPLLKSIEGYPEVQMIRREANESGR 
FT VIGDDWHTDSTFLDAPPAAVVMRAIDVPEHGGDTGFLSMYTAWETLSPTMQATIEGLNV 
FT VHSATRVFGSLYQAQNRRFSNTSVKVMDVDAGDRETVHPLVVTHPGSGRKGLYVNQVYC 
FI' QRIEGMTDAESKPLLQFLYEHATRFDFTCRVRWKKDQVLVWDNLCTMHRAVPDYAGKFR 
F'l' YLTRTTVGGVRPAR" 
xx 
SQ Sequence 888 BP; 168 A; 307 C; 272 G; 141 T; 0 other; 

atgcatgctg cactgtcccc cctctcccag cgctttgagc gcatcgcggt 
accggcgtcc tgggcgccga gatcaccggc gtcgacctgc gcgagccgct 
acctggaacg aaatcctcga cgcgttccac acttaccagg tcatctattt 
gcgatcacca acgaacagca catcgccttc agccggcgct tcggccccgt 
cccctgctca agagcatcga agggtatcca gaggtgcaga tgatccgccg 
gaaagcgggc gtgtgatcgg tgacgactgg cacaccgaca gcaccttcct 
ccggccgccg tggtgatgcg cgcgatcgac gtgcccgagc atggcggcga 
ctgagcatgt acaccgcgtg ggagacgctg tcgcccacca tgcaggccac 
ttgaacgtag tgcacagcgc cacgcgtgtg ttcggctcgc tctaccaggc 
cgcttcagca acaccagcgt caaggtgatg gacgtcg~cg cgggcgaccg 
caccccctgg tggtgaccca tccgggcagc ggccgcaagg gcctgtacgt 
tattgccagc gcatcgaggg catgaccgat gccgaaagca aaccgctgct 
tacgagcatg cgacacggtt cgatttcacc tgccgcgtgc gctggaagaa 
ctggtctggg acaacctgtg cacgatgcac cgggccgtac ccgactacgc 
cgctacctga cgcgcaccac ggtcggtggc gtgcgcccgg cgcgctag 

II 

ccagccgctg 
cgacgacagc 
tcccggccag 
cgatcccgtg 
cgaagccaac 
ggacgcaccg 
caccggtttt 
catcgaaggg 
ccagaaccgg 
tgaaaccgtg 
gaaccaggtc 
gcagttcctg 
ggaccaggtc 
gggcaagttc 
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