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Accession Number or Sequence Version: IAF516751 Gol| [~ case sensitive
Snapshot at f day-month-year {(e.g. 30-11-1998 or 30-NOV-1898)

 Save f {EMBL .]} v Previous << AF518751 >> Next Back to List

This flat file was issued: 09-MAR-2004 Rel: 78

ID AF516751 standard; genomic DNA; PRO; 888 BP.

AX

AT AF516751;
XX

SV AF516751.2
XX

DT 06~AUG~2002 {Rel. 72, Created)
DT 28~-JUN-2003 {(Rel. 76, Last updated, Version 2)

DE Rhodoferax‘sp. P230 R-2,4- dlcblorophenoxyproplonate dioxygenase {rdpR)
DE gene, complete cds.

Kw .
oS Rhodoferax sp. P230

oC Bacteria; Protecbacteria; Betaproteobacteria; Burkhclderiales:
oC Comamonadaceae; Rhodoferax. '

F 04
" RN I11
RP 1-888

RA Schleinitz K.M., Kleinsteuber 5., Babel W.;:
RT "Two novel genes, rdpA and sdpA, encode enantiospecific cleavage of
RT 2,4-dichlorophenoxypropionate in Delftia ac;dovorans MC1l*™;

RL Unpublished.

XX

RN (2]

RP 1-88s

RA Schleinitz K.M.;

RT

RL Submitted (31-MAY-2002) to the EMBL/GenBank/DDBJ databases.

RL Environmental Microbiclogy, Centre for Environmental Research,
RL Permoserstrasse 15, Leipzig 04318B, Germany

XX

RN {3}

RC Segquence update by submitter
RP 1-888

RA Schleinitz K.M.;

RT H

RL Submitted (25-JUN-2003) to the EMBL/GenBank/DDBJ databases.
RL Environmental Microbiolegy, Centre for Environmental Research,
RL Permoserstrasse 15, Leipzig 04318, Germany

DR GOA: QBKSC9Y.
DR TrEMBL; QBKSC9: QO8KSCS.

XX .
cC On Jun 26, 2003 this segquence version replaced gi:22087565.
XX .

FH Key Location/Qualifiers

FH

FT source ; . 888 -

FT /db xref'“taxon 103036"
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Sequence 988 BP; 168 A; 307 C; 272 G; 141

atgcatgctg
accggegtec
acctggaacy

" gegatcacea

ccectgctcea
gaaagcygggc
ceggecgocyg

ctgagcatgt

ttgaacgtag
cgettocagea
cacccectgg
tattgecage
tacgagcatg
ctggtetggyg
cgctacctga

<1..>B84
/gene="rdpa®
1..888
/codon_start=1

/db_xref="GOA:Q8K3CI"
/db_xref="TrEMBL:QBKSC9"
/note="FeIl and alpha-ketoglutarate-dependent dioxygenase;
similar to TauD and TEdA"
/transl_table=11
/gene="rdpA"

!product="R—2,4—dicﬁlorophenoxypropionate dioxygenase"”

/protein_ id="AAMS0964.2" )
/translation="MHAALSPLSQRFERIAVOPLTGVLGAEITGVDLREPLDDSTWNET
LDAFHTYQVIYFPGQAITNEQHIAFSRRFGPVDEVPLLKS IEGYPEVQMIRREANESGR
VIGDDWHTDSTFLDAPPAAVVMRAIDVPEHGGDTGFLSMYTAWETLSPTMQATIEGLNV
VHSATRVFGSLYQAQNRRISNTSVKVMDVDAGDRETVHPLVVTHPGSGREKGLYVNQVYC
QORIEGMTDAESKPLLOFLYEHATRFDFTCRVRWKKDOVLVWDNLCTMHERAVPDYAGKEFR
YLTRTTVGGVREAR"

cactgtccce
tgggecgocga
aaatcctcga
acgaacagca
agagcatcga
gtgtgategg
tggtgatgeg
acaccgegtg
tgcacagcgc
acaccagcgt
tggtgaccca
gcatcgagygyg
cgacacggtt
acaacctgtg
‘cgcgcaccac

cctcteccag
gatcaccggce
cgcgttcecac
catcgecttc
agggtatceca
tgacgactgyg
cgcgatcgac
ggagacgctyg
cacgcegtgtg
caaggtgatyg
tcecgggeagoe
catgaccgat
cgatttcacc
cacgatgcac
ggtcggtgge

cgctttgage

gtcgacctge

acttaccagyg
agccggeget
gaggtgcaga
cacaccgaca
gtgecccgage
tcgrececacea
ttcggetoege
gacgtcgacg
ggccgcasygyg
gccgaaagea
tgccgegtge
cgggcegtac
gtgcgccegy

T
-

0 other:
gcatcgeggt
gcgageegcet
tcatctattt
tcggeeoegt
tgatcegecg
gcaccttect
atggcggcga

-tgcaggccac

tctaccaggce
cgggegaceyg
gecctgtacgt
aaccgctgcect
gctggaagaa
ccgactacgc
cgcgcetag

ccagccgetg
cgacgacagc
tecceggecag
cgatceceogtg
cgaagccaac
ggacgcaceyg
caccggtttt
catcgaaggyg
ccagaaccgg
tgaaaccgtyg
gaaccaggtc
gcagttcctg
ggaccaggtc
gggcaagttc

60
120
180
240
300
360
420

480

540
600
660
720
780
840
888

‘erms of Use | EB| Funding ° Contact EBI " © European Bioinformatics Institute 2006-2008. EBI is an Qutstation of the European Maolecular Biology Labor

DOCID: <XP

_2474326A | >

Bayer EX1013

(Bayer EX1005-0627 (Part 2 of 2))



