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LOCUS MHO43108 888 bp DNA linear  SYN 28-APR-2018
DEFINITION Synthetic construct FT_5_m gene, complete cds.
ACCESSION  MHe43108
VERSION MHO43108.1
KEYWORDS .
SOURCE synthetic construct
ORGANISM synthetic construct
other sequences; artificial sequences.
REFERENCE 1 (bases 1 to 888)
AUTHORS  Larue,C.T.
TITLE Development of Robust FOP and Synthetic Auxin Herbicide Tolerance
Traits for GE Crops
JOURNAL  Unpublished
REFERENCE 2 (bases 1 to 888)
AUTHORS  Larue,C.T.
TITLE Direct Submission
JOURNAL  Submitted (12-MAR-2018) CV, Monsanto Company, 700 Chesterfield PKWY
W, Chesterfield, MO 63017, USA
COMMENT ##Assembly-Data-START#H#
Sequencing Technology :: Sanger dideoxy sequencing
##Assembly-Data-END##
FEATURES Location/Qualifiers
source 1..888
/organism="synthetic construct"
/mol_type="other DNA"
/db_xref="taxon:32630"
/note="plant monocot optimized sequence"
DS 1..888
/note="FeIl and alpha-ketoglutarate-dependent FOPs and
2,4-D dioxygenase"
/codon_start=1
/transl_table=11
/product="FT_5_m"
/protein_id="AWB36292.1"
/translation="MHAALSPLSQRFERIAVQPLTGVLGAEITGVDLREPLDDSTWNE
ILDAFHTYQVIYFPGQAITNEQHIAFSRRFGPVDPVPLLKSIEGYPEVQMIRREANES
GRVIGENWHTDSTFLDAPPAAVVMYAKEIPPYGGDTLFTSMYTAWETLSPTMQATIEG
LNVVHSATRVFGSLYQAQNRRFSNTSVKVMDVDAGDRETVHPLVVTHPETGRKGLYVN
QVYCQRIEGMSEKESEPLLSFLFAHATKPEFTCRVRWQEGDVLVWDNLCTQHYAVPDY
AGKFRYLTRTTVGGVRPAR"
ORIGIN
1 atgcacgccg ctctgagccc gecttagccag cgettcgage gecatcgeecgt gcagecgetg
61 accggcgtge taggcgctga gatcaccgge gttgacctga gggagccget tgacgactcc
121 acctggaacg agatcctcga cgccttccac acttaccaag ttatctactt cccaggacag
181 gctatcacga acgaacagca catcgccttc tcgcggaggt tcgggccagt ggacccagtc
241 ccgctgectta agtctatcga aggctaccct gaggtgcaaa tgatccgccg cgaggcegaac
301 gaatccggga gggttattgg cgagaactgg cacactgact ccaccttcct cgatgctect
361 ccagcagccg tcgtgatgta cgccaaggag atcccgccct acggeggega tacgetcttce
421 acctccatgt acactgcttg ggagaccctt tctccgacca tgcaagccac catcgaggga
481 ctcaatgtgg tccactctgec gacccgtgtc tttggctcge tctatcagge gcagaatagg
541 cgcttcagca acacctccgt gaaggtcatg gacgtggacg ccggagacag ggagactgtc
601 cacccgctcg tcgttactca ccctgagacc ggccgtaagg gtctgtacgt gaaccaggtg
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721 ttcgcgcacg ccaccaagcc cgagttcacc tgeccgegtcc getggcaaga gggegacgtc
781 ctggtgtggg acaacctctg cacccagcac tacgccgtge cggactatgc cgggaagttc
841 cgctacctta cccgcacaac ggttggegge gtgagacctg cccggtga
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