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FIG. 45

Categories Training dataset  Testing dataset 
Fully-unmethylated  283 (7.0%) 276 (7.0%) 
Hemi-methylated 401 (10.0%) 389 (9.8%) 
Fully-methylated 3194 (79.4%) 3142 (79.4%) 

Interlacing methylation 
patterns 145 (3.6%) 148 (3.7%) 
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