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AAS49436 287 aa linear  BCT ©3-APR-2020

TfdA (plasmid) [Achromobacter denitrificans].
AAS49436
AAS49436.1
BioSample: %
accession #

Achromobacter denitrificans
Achrow
Bacteria; Proteobacteria; Betaproteobacteria; Burkholderiales;
Alcaligenaceae; Achromobacter.

1 (residues 1 to 287)

Vedler,E., Vahter,M. and Heinaru,A.

The completely sequenced plasmid pEST4011 contains a novel IncP1
backbone and a catabolic transposon harboring tfd genes for
2,4-dichlorophenoxyacetic acid degradation

J. Bacteriol. 186 (21), 7161-7174 (2004)
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Vedler,E.
Direct Submission
Submitted (©4-FEB-2004) Department of Genetics, Institute of

Molecular and Cell Biology, Tartu University, 23 Riia Street, Tartu

51010, Estonia

3 (residues 1 to 287)

Vedler,E.

Direct Submission

Submitted (©6-FEB-2012) Department of Genetics, Institute of

Molecular and Cell Biology, Tartu University, 23 Riia Street, Tartu

51010, Estonia

Sequence update by submitter

Method: conceptual translation supplied by author.
Location/Qualifiers

1..287

/organism="Achromobacter denitrificans"
/strain="EST4002"

/db_xref="taxon
/plasmid="pEST401
1..287
/product="TfdA"
4..280
/region_name="TauD"

/note="Taurine catabolism dioxygenase TauD, TfdA family;
pfam@2668"
/db_xref="CDD: 23y
8..284
/region_name="TauD"

/note="Taurine dioxygenase, alpha-ketoglutarate-dependent
[Secondary metabolites biosynthesis, transport and
catabolism]; C0G2175
/db_xref="CDD:
1..287
/gene="tfdA"
/coded_by="complement(AY540995.2:19666..20529)"
/experiment="experimental evidence, no additional details
recorded"

/note="2,4-D/alpha-ketoglutarate dioxygenase"
/transl_table=331
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1 msitseylhp lfvggqvdkla lggalsptev rdvehgmdgk avlvfrggpl dgdgqiafar
https://www.ncbi.nlm.nih.gov/protein/44937736

Inari Exhibit 1012
Inari v. Corteva
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61 nfggleggfi kvngrpsrfk yaeladisnv svdgkvrerd arevvgnfan glwhsdssfq
121 gpaarysmls aivlppsggd tefcdmraay ddlpedfkke lgglraehya lnsrfilgdt
181 dysesqrnam ppvswplvrt hagsgrkflf igahaghieg rpvaegrmll aellehatqr
241 kfvyrhswkv gdlvmwdnrc vlhrgrrydi tarrelrrat tlddavv
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