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"FAQ
Accession Number or Sequence Version: JAF516751 Gol| [ case sensitive
Snapshot at 3 day-month-year {e.g9. 30-11-1998 or 30-NOV-1998)

Save |[ENBL ] - Previous << AF516751 >> Next Back to List

This flat file was issued: 09-MAR-2004 Rel: 78

ID AF516751 standard; genomic DNA; PRO; 888 BP.

XX

AC AF516751:;
XX

SV AF516751.2
XX

DT 06-AUG~2002 {Rel. 72, Created)
DT 28~-JUN-2003 (Rel. 76, Last updated, Version 2)

DE Rhodoferax‘sp. P230 R-2,4-dichlorophenoxypropionate dioxygenase (rdpA)
DE gene, complete cds.

Kw .
oS Rhodoferax sp. P230

ocC Bacteria; Proteobacteria; Betaproteobacteria; Burkhclderiales:
ocC Comamonadaceae; Rhodoferax. )

XX
RN [11
RP 1-888

RA Schleinitz K.M., Kleinsteuber S., Babel W.;

RT "Two novel genes, rdpA and sdpA, encode enantiospecific cleavage of
RT 2,4-dichlorophenoxypropionate in Delftia acidovorans MC1l";

RL Unpublished.

XX

RN [2]

RP 1-888

RA Schleinitz K.M.:;
RT :

‘RL Submitted (31-MAY-2002) to the EMBL/GenBank/DDBJ databases.
RL Environmental Microbiology, Centre for Environmental Research,
RL Permoserstrasse 15, Leipzig 04318, Germany

XX

RN {3} .

RC Sequence update by submitter
RP 1-888

RA Schleinitz K.M.;

RT ;

:
RL Submitted (25-JUN-2003) to the EMBL/GenBank/DDBJ databases.
RL Environmental Microbiology, Centre for Environmental Research,
RL Permoserstrasse 15, Leipzig 04318, Germany

DR GOA; QBKSCH9.
DR TrEMBL; Q8KSC9:; Q8KSCS.

XX .

cc On Jun 26, 2003 this sequence version replaced gi:22087585.
XX .

FH Key Location/Qualifiers

FH

FT source 1..888 . N

FT /db_xref="taxon:103036"
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Sequence 888 BP; 168 a; 307 C; 272 G; 141

atgcatgctg
accggegtec
acctggaacyg

' gcgatcacca

ccecctgectca
gaaagcygggce
ccggccgoecg

ctgagcatgt

ttgaacgtag
cgcttcagca
caccccctgyg
tattgccage
tacgagcatg
ctggtctggg
cgctacctga

<l..>8B

e

/gene="rdpA"”

1..888
/codon

_Start=1

/db_xref="GOA:Q8KSCI"

/db_xref="TrEMBL:Q8KSC9%"
/note="FeII and alpha-ketoglutarate-~dependent dioxygenase;
similar to TaubD and TfdA"

/trans
/gene=

/product="R—2,4-dicﬁlorophenoxypropionate dioxygenase"

1_table=11
"rdpA"

/protein_id="AIAM90964.2"
/translation="MHAALSPLSQRFERIAVQPLTGVLGAEITGVDLREPLDDSTWNET
LDAFHTYQVIYFPGQAITNEQHIAFSRRFGPVDPVPLLKSIEGYPEVQMIRREANESGR
VIGDDWHTDSTFLDAPPAAVVMRAIDVPEHGGDTGFLSMYTAWETLSPTMOATIEGLNV
VHSATRVFGSLYQAQNRRESNTSVKVMDVDAGDRETVHPLVVTHPGSGRKGLYVNQVYC
QRIEGMTDAESKPLLOFLYEHATRFDFTCRVRWKKDQVLVWDNLCTMHRAVPDYAGKFR

YLTRTTVGGVRPAR"

cactgtcccce
tgggcgccega
aaatcctcga
acgaacagca
agagcatcga
gtgtgatcgg
tggtgatgcg
acaccgcegtg
tgcacagcgc
acaccagcgt
tggtgaccca
gcatcgaggyg
cgacacggtt
acaacctgtg
cgcgcaccac

cctcteecag
gatcaccggc
cgcgttecac
catcgecttce
agggtatcca
tgacgactgg
cgcgatcgac
ggagacgctg
cacgcgtgtg
caaggtgatg
tccgggcage
catgaccgat
cgatttcacc
cacgatgcac
ggtcggtggce

cgctttgage

gtcgacctge

acttaccagg
agccggcegcet
gaggtgcaga
cacaccgaca
gtgcccgagc

tcgecccacea

ttcggectege
gacgtcgacg
ggccgcasagg
gccgaaagcea
tgccgegtge
cgggccgtac
gtgcgccegyg

.
i/

0 other:
gcatcgeggt
gcgagecegcet
tcatctattt
tcggcecegt
tgatccgecg
gcaccttect
atggcggcga
tgcaggccac
tctaccaggc
cgggecgacecyg
gcctgtacgt
aaccgctgct
gctggaagaa
ccgactacgc
cgcgctag

ccagcecgcetg
cgacgacagc
tcceggccag
cgatccegtg
cgaagccaac
ggacgcacceg
caccggtttt
catcgaaggg
ccagaaccgg
tgaaaccgtg
gaaccaggtc
gcagttcctg
ggaccaggtc
gggcaagttc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
888
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