From: Waller, Patrick

To: Waller, Patrick; "Greg Porreca"

Cc: "Eric Boutin"

Subject: RE: RE: RE: Fwd:

Date: Thursday, May 14, 2009 8:58:21 AM
Hi Greg,

I am still working on some additional claim changes for Billy's application and will forward it to you this
morning. | apologize for the delay, we had a last minute filing come in last night that took up the evening.
Dan is back from exams this morning and is finalizing Uri's application that he will send to you.

Can we schedule a call at around 1.00 to go over these?

Patrick

From: Waller, Patrick

Sent: Wednesday, May 13, 2009 2:14 PM
To: 'Greg Porreca'

Cc: Eric Boutin

Subject: RE: RE: RE: Fwd:

Hi Greg,

Yes - | will forward Billy's this evening and Dan will forward Uri's tomorrow during the day.

Can we schedule a time tomorrow to go over any questions or comments that you may have? My
schedule is most flexible in the afternoon.

Thanks,

Patrick

From: Greg Porreca [mailto:gporreca@gsgenetics.com]
Sent: Wednesday, May 13, 2009 2:10 PM

To: Waller, Patrick

Cc: Eric Boutin

Subject: Re: RE: RE: Fwd:

Hi Patrick-

Wanted to follow up on this -- do you have a sense for when we should expect either (or both)
to be ready for final review and filing?

Thanks-
Greg

On Mon, May 11, 2009 at 4:12 PM, Patrick Waller <Patrick. Waller@wolfgreenfield.com>

wrote:
Greg,
Yes - we owe you the two drafts and are working to get them to you as soon as possible. There
should not be much left to finish, but | will talk to Dan and we will call you with the date.
Patrick

IPR2024-01419
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From: Greg Porreca [mailto:gporreca@gsgenetics.com]
Sent: Monday, May 11, 2009 10:04 AM

To: Waller, Patrick
Cc: Eric Boutin

Subject: Re: RE: RE: Fwd:

Hi Patrick-
Glad we were able to connect Saturday morning.

If I recall, we should expect drafts on the two outstanding provisionals soon (and Uri's
probably doesn't need further revision at this point). We'd like to give our investors a hard
date for when we will send the provisionals for their review. Can you help me estimate this
date?

Thanks-
Greg

On Fri, May 8§, 2009 at 4:55 PM, Waller, Patrick <Patrick. Waller@wolfgreenfield.com>
wrote:

Great - [ will call you then.

Sent from my Windows Mobile® phone.

From: Greg Porreca <gporreca@gsgenetics.com>

Sent: Friday, May 08, 2009 4:32 PM

To: Waller, Patrick <Patrick. Waller@WolfGreenfield.com>

Subject: Re: RE: RE: Fwd:

Hi Patrick

8am tomorrow works well for me so let's plan on that.

You can call me at 609-457-4431.

-Greg

Sent from my iPhone

On May 8, 2009, at 4:08 PM, "Waller, Patrick" <Patrick. Waller(@WolfGreenfield.com
> wrote:

> Greg,

> Early tomorrow morning is more predictable for me. Any time between
> 8 and 11 would work.

EX2014, Page 2


mailto:gporreca@gsgenetics.com
mailto:Patrick.Waller@wolfgreenfield.com
mailto:gporreca@gsgenetics.com

> Otherwise, this evening probably between 8 and 9 also should work.
> Let me know if another time is more convenient.

> Patrick

>

> Sent from my Windows Mobile® phone.

> From: Greg Porreca <gporreca@gsgenetics.com>

> Sent: Friday, May 08, 2009 1:52 PM

> To: Waller, Patrick <Patrick. Waller@Wol{fGreenfield.com>

> Cc: Waller, Patrick <Patrick. Waller@wolfgreenfield.com>; Eric Boutin
> <eboutin@gsgenetics.com>

> Subject: Re: RE: Fwd:

>

> Hi Patrick

> I'm in a meeting until 4:30, but can talk after that or over the

> weekend. What works best for you?
>

>
> Sent from my iPhone

>

> On May 8, 2009, at 1:43 PM, "Waller, Patrick" <Patrick. Waller@WolfGreenfield.com
>> wrote:

>

>> Qreg,

>> Can I call you at 3.30? I am available later today too and all

>> weekend.

>> Patrick

>>

>> Sent from my Windows Mobile® phone.
>>

>> From: Greg Porreca <gporreca@gsgenetics.com>

>> Sent: Friday, May 08, 2009 10:15 AM

>> To: Waller, Patrick <Patrick. Waller@wolfgreenfield.com>
>> Cc: Eric Boutin <eboutin@gsgenetics.com>

>> Subject: Fwd:

>>

>> Hi Patrick-

>>

>> To follow up, would we be able to schedule a time soon to discuss
>> current

>> status?

>>

>> Thanks-

>> (Greg
>>

>>
>>
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>> From: Greg Porreca <gporreca@gsgenetics.com>

>> Date: Wed, May 6, 2009 at 11:18 AM

>> Subject: Re:

>> To: Patrick Waller <Patrick. Waller@wolfgreenfield.com>
>>

>>

>> Hi Patrick-

>>

>> [t was a pleasure talking yesterday. Just wanted to follow up on
>> next steps

>> -- you expect to be wrapping up Uri's application, and are
>> partially

>> through

>> Billy's. Given that, would you be available for a call on Friday to
>> review

>> these?

>>

>> Uri is completing the histogram for his application this morning,
>>and I'm in

>> the process of locating the flanking sequences for Billy's piece.
>>

>> Thanks-

>> Greg

>>

>>

>>

>>

>> Gregory Porreca, Ph.D.

>> Director of Technology

>> Good Start Genetics

>>

>> 8 St Mary's Street, Suite 621

>> Boston, MA 02215

>>P: 617-358-6004

>>F: 617-358-5677

>>

>>

>>

>>

>>

>>

>> On Tue, May 5, 2009 at 3:37 PM, Patrick Waller <

>> Patrick. Waller@wolfgreenfield.com> wrote:

>>

>>> 1. A method for estimating length of a target nucleic acid,
>>> comprising:

>>>

>>> (1) contacting the target nucleic acid with a plurality of
>>> detection probes
>>>under conditions that permit hybridization of the detection probes
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>>> to the

>>> target nucleic acid,

>>>

>>> wherein each detection probe is a polynucleotide that comprises a
>>> first arm

>>> that hybridizes to a first region of the target nucleic acid and a
>>> second

>>> arm that hybridizes to a second region of the target nucleic acid,
>>>

>>> wherein the first and second regions are on a common strand of the
>>> target

>>> nucleic acid, and

>>>

>>> wherein the nucleotide sequence between the 5’ end of the first re
>>> gjon and

>>> the 3’ end of the second region is the nucleotide sequence of a su
>>> b-target

>>> nucleic acid; and

>>>

>>> (i1) capturing a plurality of sub-target nucleic

>>> acids that

>>> are hybridized with the plurality of detection probes; and

>>>

>>> (1i1) measuring the frequency of occurrence of a sub-
>>> target

>>> nucleic acid in the plurality of sub-target nucleic acids, wherein
>>> the

>>> frequency of occurrence of the sub-target nucleic acid in the
>>> plurality of

>>> sub-target nucleic acids is indicative of the length of the sub-
>>> target

>>> nucleic acid.

>>>

>>>

>>> *Patrick R. H. Waller*

>>> direct dial 617.646.8223

>>> pwaller@wolfgreenfield.com

>>>

>>> *Wolf Greenfield*

>>> *Specialists in Intellectual Property Law™

>>> Wolf, Greenfield & Sacks, P.C.

>>> 600 Atlantic Avenue

>>> Boston, Massachusetts 02210-2206

>>>617.646.8000 | 617.646.8646 fax

>>>

>>> *For more information about Wolf Greenfield, please visit us at

>>> http://www.wolfgreenfield.com*
>>>

>>> ¥ ¥
>>>
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>>> *Confidentiality Note: This e-mail message and any attachments may
>>> contain

>>> confidential or privileged information. If you are not the intended
>>> recipient, please notify me immediately by replying to this

>>> message. Please

>>> destroy all copies of this message and any attachments. Thank you.*
>>>

>>>
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