From: Greg Porreca

To: Young, Dan
Ce: Waller, Patrick; Eric Boutin
Subject: Re: G0871.70000US00; METHOD FOR REDUCING REPRESENTATIONAL BIAS IN MULTIPLEX AMPLIFICATION OF
NUCLEIC ACIDS (Porreca)
Date: Friday, April 24, 2009 7:12:01 PM
Attachments: bias_detecting_barcodes fig1.pdf
i " fiq2 pdf
Hi Dan-

Attached are Uri's figures. I'll review this plus the claims on his app and provide feedback
over the weekend.

Thanks-
-Greg

Gregory Porreca, Ph.D.
Director of Technology
Good Start Genetics

8 St Mary's Street, Suite 621
Boston, MA 02215

P: 617-358-6004

F: 617-358-5677

On Fri, Apr 24, 2009 at 4:37 PM, Daniel Young <Daniel.Young@wolfgreenfield.com> wrote:

Greg,

Attached is an updated version of the above-mentioned application for you to review. | will forward you
a revised set of claims for Uri's application later today. In the meantime, could you send me a
document containing the final figures for Uri's application.

Thanks
Dan

Daniel W. Young, Ph.D.
Patent Agent

dwyoung@uwolfgreenfield.com
617.646.8245

Wolf Greenfield

Specialists in Intellectual Property Law
Wolf, Greenfield & Sacks, P.C.

600 Atlantic Avenue

Boston, Massachusetts 02210-2206
617.646.8000 | 617.646.8646 fax

For more information about Wolf Greenfield, please visit us at http:/www.wolfgreenfield.com

ML-IPR-000418

Petitioner Illumina, Inc., Ex. 1049, p. 1
[llumina Inc. v. Molecular Loop Biosciences, Inc.
IPR2024-01419



This e-mail message and any attachments may contain confidential
or privileged information. If you are not the intended recipient, please
notify me immediately by replying to this message. Please destroy all
copies of this message and any attachments. Thank you.
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