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/Thomas S. Fletcher/                    
Thomas S. Fletcher (Reg. No. 72,383) 
WILLIAMS & CONNOLLY LLP 
680 Maine Avenue SW 
Washington, DC 20024 
Phone: 202-434-5497 
Fax: 202-434-5029 
tfletcher@wc.com 
 
Lead Counsel for Petitioner 
Integrated DNA Technologies, Inc. 
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cv-1114-GBW (D. Del.).  
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