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I. INTRODUCTION 

Petitioner improperly seeks to exclude testimony from the authors of the 

publication that Petitioner alleges anticipates the claims of the ’012 patent, namely 

the Meyer reference.  Without conceding the basis for Petitioner’s motion regarding 

Dr. Matz, Tecan repeatedly sought to address Petitioner’s alleged concerns, only to 

have Petitioner change its position at every turn.  To avoid the dispute regarding Dr. 

Matz’s involvement and reduce the prejudice to Tecan, Tecan secured a substitute 

expert—another author of the Meyer reference, Dr. Eli Meyer.  Dr. Meyer has 

reviewed the materials and agreed to adopt the opinions in Dr. Matz’s declaration as 

his own.1  This solution resolves Petitioner’s objections regarding Dr. Matz while 

preserving testimony that is crucial to properly understanding the Meyer reference.  

This is the exact recourse ordered by the Board in Galderma, and the kind of solution 

that Petitioner itself proposed.  Galderma S.A. v. Medy-Tox, Inc., PGR2019-00062, 

Paper 56, at 9 (P.T.A.B. Feb. 11, 2021).  Now, however, Petitioner has indicated that 

it will oppose the substitute declarant.   

 
1 Attached hereto as Exhibit 2103 is the substitute declaration of Dr. Eli Meyer.  Dr. 

Meyer’s declaration has the same opinions about the public disclosure in Meyer as 

those provided by Dr. Matz.  See Exhibit 2101 (comparison of Dr. Meyer’s 

Declaration (EX2103) to Dr. Matz Declaration (EX2039). 
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Petitioner’s aim appears to be nothing more than keeping the Board in the dark 

as to misstatements it made in its Petition regarding the contents of Meyer.  Rather 

than simply cross-examine the author on his sworn testimony, Petitioner concocts a 

false pretext for its motion based on a few hours of background conversation where 

Dr. Matz, not Petitioner, allegedly shared information about his public disclosures 

in Meyer to preclude this testimony in its entirety.   

Petitioner has not articulated any explanation or justification for now 

objecting to the substitute declaration, beyond suggesting that Dr. Meyer’s 

declaration would be “tainted” if it were the same as Dr. Matz’s declaration or 

because of Dr. Matz’s relationship with Dr. Meyer.  In essence, Petitioner seeks to 

manufacture any basis to oppose the kind of compromise it itself proposed.  But the 

relevant facts are simple.  Dr. Meyer has no connection to Petitioner, so the 

relationship that allegedly disqualifies Dr. Matz does not apply to Dr. Meyer.  Dr. 

Meyer is prepared to provide the same testimony about his public work as Dr. Matz 

and attests to the accuracy of his declaration under penalty of perjury.  To the extent 

Petitioner disagrees with his opinions, it will have a chance to examine him.   

Ultimately, Petitioner’s shifting and unsupported theories seek only to deprive 

the Board of clearly relevant information concerning the publication at the center of 

the Petition.  Tecan, not Petitioner, will be manifestly and irreparably prejudiced by 

excluding this evidence.  Tecan submitted a declaration from Dr. Matz and relied on 
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it in its response without any knowledge of Dr. Matz’s alleged obligations to 

Petitioner.  Any concerns regarding Dr. Matz were raised after Tecan relied on Dr. 

Matz and do not concern Dr. Meyer.  Any potential prejudice to Petitioner would be 

resolved by this substitution, which still includes the submission of a declaration that 

is based solely on the public work described in Meyer.   

Excluding evidence is an extreme remedy and has no place here.  Tecan has 

prepared a substitute declaration at Petitioner’s suggestion.  Both the law and 

fundamental fairness support allowing Tecan to submit a substitute declaration from 

Dr. Meyer in replacement of the objected-to declaration from Dr. Matz. 

II. FACTUAL BACKGROUND 

Petitioner contends that various claims of the ’012 patent are invalid in view 

of a 2009 article titled Sequencing and de novo analysis of a coral larval 

transcriptome using 454 GSFlx (“Meyer”).  Paper 1 at 29-80.  In preparing its 

response, Tecan retained Dr. Matz, the senior author of Meyer, as a technical expert 

in connection with this and relating proceedings on May 23, 2025.  EX1111.  Dr. 

Matz represented that he had no conflicting obligations in rendering these consulting 

services and represented he would provide no third-party confidential information 

to Tecan or Goodwin.  Id. at 1-2, 3.  On July 17, 2025, Dr. Matz submitted a 

declaration in support of Patent Owner’s Response.  EX2039.   
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On July 22, 2025, Petitioner contacted Tecan requesting that it withdraw Dr. 

Matz’s declaration based on an alleged May 21, 2024 consulting agreement 

regarding “Patent Litigation Between IDT and Tecan Genomics.”  EX1090.  This 

was the first time Tecan was notified of such an alleged agreement.   

Tecan then sought an explanation of what “confidential information” was 

allegedly shared by Petitioner with Dr. Matz.  EX2103 at 3-4.  Petitioner 

dismissively alleged it concerned “the subject matter of [the current proceeding]” 

and refused further explanation.  Id. at 3.  Tecan reiterated that this explanation was 

needed to fairly assess or respond to Petitioner’s objection.  Id. at 1-2.  Petitioner 

flatly refused.  Id. at 1.  With Petitioner’s motion to disqualify, Petitioner submitted 

twelve documents for in camera review.  Paper 27.  These materials were not shared 

with Tecan to any extent, despite its requests, even though they are extensively cited 

and relied upon in its motion.  Paper 26, 3-4, 7-8.   

As Tecan pursued alternative remedies to avoid burdening the Board, 

Petitioner suggested that Tecan consider an alternate declarant for the Matz 

testimony.  EX2104 at 5.  Tecan worked to secure a substitute declaration from Dr. 

Eli Meyer, the primary author of the Meyer publication.  Id. at 1.  Petitioner then 

asserted a variety of shifting “concerns” with submitting a substitute declaration, 

despite having no relationship with Dr. Meyer.  EX2105 at 1-2, 4; EX2106 at 7-8.    
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III. ARGUMENT 

“Disqualification of an expert witness is a drastic measure [the Board] 

hesitate[s] to impose except when absolutely necessary.”  FujiFilm Corp. v. Sony 

Corp., IPR2017-01267; IPR2017-01268, Paper 9 at 6 (P.T.A.B. July 10, 2017).  To 

disqualify, the moving party must show that (1) it was “objectively reasonable for 

[the moving party] to believe that it had a confidential relationship” with expert and 

(2) that the moving party “disclosed confidential information to [the expert] that is 

relevant to the current proceeding.”  Galderma, PGR2019-00062, Paper 56 at 5.  

Courts further consider “whether disqualification would be fair to the affected party 

and would promote the integrity of the legal process.”  Packet Intel. LLC v. Juniper 

Networks Inc., 2020 WL 4001460, at *2 (N.D. Cal. 2020).  “To minimize the impact 

that [granting disqualification] may have on [the nonmoving party],” the Board often 

allows the nonmoving party to “submit a substitute declaration by a new expert who 

is willing to adopt wholesale the opinions set forth by [the original expert].”  

Galderma, PGR2019-00062, Paper 56, at 9.   

A. IDT Improperly Seeks to Exclude All Testimony Regarding the Public 
Disclosure of the Meyer Reference 

1. Petitioner Fails to Identify Confidential Information Shared with Dr. 
Matz 

Tecan maintains that Petitioner’s conclusory allegations that Dr. Matz 

received any confidential information from Petitioner are insufficient to disqualify 
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Dr. Matz.  However, in an effort to compromise, Tecan has provided a substitute 

declaration to fully alleviate any alleged issues with Dr. Matz’s declaration.   

That said, Petitioner’s claims regarding “confidential information” are 

unsupported.  There is no presumption that confidential information is exchanged 

between counsel and experts.  See Hewlett-Packard Co. v. EMC Corp., 330 F. Supp. 

2d 1087, 1094 (N.D. Cal. Aug. 10, 2004) (“[D]iscussions between parties or counsel 

and experts do not carry the presumption that confidential information was 

exchanged.”).  Instead, Petitioner must provide specificity as to the confidential 

information that Petitioner shared with Dr. Matz.  See id. (“Because the burden is 

on the party seeking to disqualify the expert, that party should point to specific and 

unambiguous disclosures that if revealed would prejudice to the party.”).  However, 

general allegations regarding an engagement letter and vague and conclusory 

descriptions of the correspondence of what Dr. Matz said are not sufficient.   

Rather, the few conclusory allegations in Petitioner’s motion suggest at most 

that Dr. Matz shared non-confidential information regarding his publication.  Paper 

26 at 3-5.2  For example, Petitioner asserts that Dr. Matz answered “questions” about 

 
2  Petitioner’s arguments are predicated on redacted documents that Tecan cannot 

access, which is manifestly unfair and violates basic due process rights.  Tecan 

concurrently opposes Petitioner’s motion for in camera review of these materials.  
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Meyer and the state of the art (or searching for art) and provided a “diagram” of 

those same points.  Id.  However, such conclusory allegations are insufficient as a 

general matter.  See Agila, IPR2025-00053, Paper 13 at 5 (declining to disqualify an 

expert based on “conclusory statements” and requiring the moving party to “support 

its motion with specific evidence and on-point legal authorities.”).  Nor are any of 

these a disclosure of confidential information by Petitioner.  The alleged discussions 

concern only “purely technical information” that is not confidential.  Koch Ref. Co. 

v. Jennifer L. Boudreau M/V, 85 F.3d 1178, 1182 (5th Cir. 1996); Cellular Commc’ns. 

Equip, Inc. v. HTC Corp., No. 6:13-cv-507, slip op. at 6–7 (E.D. Tex. Mar. 24, 2016) 

(denying motion to disqualify expert that was “asked to search for prior invalidating 

art,” noting such “[p]urely technical information is not confidential.”); Hewlett-

Packard, 330 F. Supp. 2d at 1097.  Lastly, Petitioner’s conclusory allegation that it 

vaguely shared “litigation strategy” fares no better.  Paper 26, 4.  They do not meet 

the specificity sufficient to disqualify (and only reinforce the prejudice of having to 

defend against information Tecan cannot see).  Agila, IPR2025-00053, Paper 13. 

2. Petitioner’s Objection to a Substitute Declaration Is Baseless 

 
As the Board found in Agila, a party cannot be permitted to use confidential or 

privileged materials as both a sword and a shield.  Agila Specialties Inc. v. Cephalon, 

Inc., IPR2015-00503, Paper 13 at 5 (P.T.A.B. Aug. 19, 2015).  
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Despite the failures of Petitioner’s motion, Tecan sought alternative remedies 

to address Petitioner’s concerns and minimize the prejudice to Tecan.  Specifically, 

at Petitioner’s suggestion, Tecan sought an alternate declarant to substitute for Dr. 

Matz’s testimony.  EX2104 at 5-6.  Despite limited notice, Tecan was able to retain 

Dr. Eli Meyer, the lead co-author of Meyer.  Id. at 1.  Dr. Meyer reviewed the 

declaration filed with Tecan’s Response and agreed to sign a declaration that is 

substantially similar to Dr. Matz’s declaration.  See Galderma, PGR2019-00062, 

Paper 56 at 9-10.   

Petitioner has now indicated it continues to object.  However, the substitute 

declarant, Dr. Meyer, has no relationship with Petitioner, and there is no basis to 

disqualify him.  Petitioner initially suggested that Dr. Meyer cannot provide the same 

testimony about the public disclosure found in the Meyer publication because of 

Dr. Matz’s initial involvement.  See, e.g., EX2105 at 1-2.  However, that is the very 

purpose of a substitute declaration.  In any case, like Dr. Matz before him, Dr. Meyer 

is willing to attest to the accuracy of this declaration under oath.  To the extent 

Petitioner disagrees with his declaration, their obvious recourse is to cross-examine 

him—not the extreme remedy to exclude all such testimony.  Petitioner also contends 

that contact between Dr. Meyer and Dr. Matz poses a problem.  Id. at 4-5.  Dr. Meyer 

has not discussed the substance of his declaration with Dr. Matz nor is it relevant in 

any form to a declaration about his prior work.  EX2103 at 3.  In essence, Petitioner 
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seeks to undermine the very procedure used in Galderma and create new and 

baseless hurdles to preclude substitute testimony.  There is no legal basis to deprive 

Tecan and the Board of critical information concerning the flaws in Petitioner’s 

arguments regarding the public disclosures in Meyer. 

B. Prejudice to Tecan Weighs Heavily Against Exclusion of this Evidence 

Tecan will be manifestly prejudiced by the exclusion of testimony regarding 

Meyer.  To fully address Petitioner’s claims of invalidity, the Board (and the public) 

should receive all relevant information related to the allegations.  Critically, Dr. Matz 

and his substitute, Dr. Meyer, are uniquely positioned to discuss their own work.  

Moreover, Tecan had no role in the supposed conflict.  It retained Dr. Matz with 

written confirmation that he could testify on these issues.  EX1111.  It would be 

manifestly unjust for Tecan to bear the sole prejudice from this inadvertent situation.  

Tecan has attempted to address Petitioner’s alleged concerns regarding Dr. Matz, 

following the procedure Petitioner requested. 

In contrast, Petitioner cannot even feign prejudice.  Paper 26 at 10.  Nor could 

it.  Petitioner’s claims of sharing confidential information seem to be based on Dr. 

Matz’s commentary on his own, publicly available research.  Dr. Meyer’s substitute 

declaration likewise only concerns public technical information, which courts 

routinely find as not confidential.  Koch Ref. Co., 85 F.3d at 1182; Cellular 

Commc’ns. Equip, Inc., No. 6:13-cv-507, slip op. at 6–7.   



IPR2025-00015 
Patent No. 10,036,012 

 

10 
 

C. Petitioner’s Efforts to Exclude Clearly Relevant Evidence Should Be 
Rejected 

At bottom, Petitioner seeks to block relevant testimony on the prior art based 

on nothing but pretext.  Petitioner initially engaged Dr. Matz to speak with them for 

two hours about his publication and then sought to preclude his testimony from being 

presented.3  Petitioner now attempts to prevent having another author testify without 

any basis for prejudice.  Petitioner should not be permitted to specifically tie up the 

authors of prior art articles or other witnesses for the sole purposes of precluding the 

Board from gaining a complete understanding of the relevant facts.  Ultimately, the 

issue before the Board concerns Petitioner’s allegations of invalidity.  Tecan should 

be permitted to submit all relevant information, which the Board is entitled to see 

and which sound public policy should demand.  To conclude otherwise would be at 

odds with the law and facts and manifestly unjust. 

IV. CONCLUSION 

For the foregoing reasons, Tecan respectfully requests that the Board allow 

Tecan to submit a substitute declaration from Dr. Meyer in replacement of the 

declaration of Dr. Matz.  

 
3 Because of Petitioner’s selective redactions, it remains unclear to Tecan whether 

Petitioner learned that its positions were inaccurate based on discussions with Dr. 

Matz but continued in his absence, raising concerns with Petitioner’s duty of candor. 
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