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CERTIFICATE OF SERVICE

Pursuant to 37 C.F.R. § 42.6(e), I hereby certify that on November 20, 2025,
I caused the foregoing Updated Exhibit List to be served on Patent Owner by
electronic mail to Linnea P. Cipriano, Scott T. Weingaertner, John P. Padro, and
Timothy J. Beavers, at DG-GoodwinTecan@goodwinlaw.com, counsel for
Plaintiffs in Tecan Genomics, Inc. v. Invitae Corp. et al., C.A. No. 23-cv-1114-GBW

(D. Del.).

Dated: November 20, 2025

/Thomas S. Fletcher/
Thomas S. Fletcher
Reg. No. 72,383
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