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Page5
ELI MEYER, PhD, called as a wi tness, having been

first duly sworn by a Notary Public of the State
of New York, was exam ned and testified as
fol | ows:
THE WTNESS: | do.
COURT REPORTER: Can you state your
name for the record.
THE WTNESS: Eli Meyer.
MR. HOAGLAND- HANSON:  Good nor ni ng,
Dr. Meyer.
THE W TNESS: Good nor ni ng.
VMR, HOAGLAND- HANSON:  And | don't
t hi nk we need appear ances, so.
M5. Cl PRIANO.  No.
EXAM NATI ON
BY MR HOAGLAND- HANSON:
Q kay. | amgoing to hand you what
|"'mgoing to mark as Petitioner's Exhibit 1112.
(Wher eupon, Petitioner's Exhibit
1112, Eli Meyer CurriculumVitae, was narked
for identification.)

BY MR HOAGLAND- HANSON.
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1 Q Just for the record, | think thi;mfg
2 now al so going to be a patent owner's exhibit,

3 but this was the version | had on hand.

4 Dr. Meyer, this is a copy of your

5 curriculumvitae, correct?

6 A That's right.

7 Q And if you go to the |ast page, this
8 was last updated July 2025; is that right?

9 A That seens correct.
10 Q And did you prepare this CV?
11 A | did.
12 Q And was the CV prepared for the

13 pur poses of this case?

14 A No. This was a CV | used for job
15 appl i cations.

16 Q kay. | want to start with your
17 prof essional profile section here on the first
18 page.

19 You are an acconplished marine

20 bi ol ogist; is that right?

21 A That's right.

22 Q That is your area of expertise,
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right? reee

A Yes.

Q kay. It says you are an expert in
coral biology, genom cs, and environnent al
physiol ogy; is that right?

A. Yes, | think that's a fair
st at ement .

Q kay. And that's specific to your
work as a marine biologist, right?

A Yes.

Q (kay. You don't consider yourself

an expert in next-generation sequencing,
general ly, do you?

A | do, yes. |'ve used
next - generati on sequenci ng throughout nmy entire
research career, starting fromny first
publ i cati on.

Q If you go to page 2, there is a
reference to your postdoctoral research work at
the University of Texas.

Do you see that?

A | do.
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_ Page 8
Q And your advisors for your

postdoctoral research were Professor Juenger and
Prof essor Matz; is that right?

A That's right.

Q And there are three bullets here.
The third bullet, you say you codevel oped a
2b- RAD genot ypi ng net hod that was published in
"Nature Methods"; is that right?

A That's right.
Q Can you tell nme about that nethod?
A Sure. This is a nmethod for genetic

anal ysis, |ooking at genetic variation between
organisns. It relies on next-generation
sequenci ng. And we devel oped both the | aboratory
met hods for preparing the sequencing libraries
and al so, the analytical nethods for anal yzing
the data that comes out of that approach.

Q How does t he 2b- RAD net hod wor k?

A It targets every site in the genomc
DNA that contains a specific restriction site. A
restriction site is a defined short DNA sequence

that's recogni zed by an enzyne called the
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) ) Page 9
restriction enzyne.

And so this is a nethod of targeting
specific regions of the genone to evaluate
genetic variation at those regions.

So the -- it relies on
next - generati on sequenci ng, but aside fromthat,
it's quite different fromthe approaches that
we' re di scussing here today.

Q Wiy did you list this paper in
particular on your CV?

A In a CV, there's often a notivation
to keep it short. | have about 42 publications,
and that takes up a | ot of space and so this was
one of the highest inpact. It was a paper
published in a high inpact journal. And so that
was the notivation for highlighting it in the CV.

(Wher eupon, Petitioner's Exhibit

1006, "Sequenci ng and de novo analysis of a
coral larval transcriptone using 454 GSFl x",
was identified.)

BY MR HOAGLAND- HANSON:

Q | am going to hand you a docunent
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that was previously nmarked as Petitioner's reoe o
Exhi bit 1006.

A kay.

Q Do you recogni ze this docunent,
Dr. Meyer?

A | do.

Q This is a paper that you co-authored
in "BMC Genom cs"?

A That's right.

Q You offer sone opinions about this

paper in the declaration you submtted in this
case, right?

A That's correct.

Q You reviewed the paper carefully
when you prepared your declaration, right?

A | did.

Q Have you revi ewed the paper again
this week?

A Parts of the paper, yes.

Q Is there anything in the paper that
you think is incorrect?

A | don't recall anything that's
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I ncorrect in the paper. T
Q kay. Any statenents in the paper
that you no | onger agree wth today?
A No. | can't think of any.
Q | want to ask you a coupl e of
background questi ons about the paper.
In the abstract, you say -- and | am
I n the conclusion of the abstract.
Are you with ne?
A Yes.
Q "The net hods descri bed here for deep

sequenci ng of the transcriptone should be w dely
applicable."

Do you see that?

A | do.

Q And you agree with that?

A So it's useful to read the whol e
sentence. "Wdely applicable to generate

cat al ogs of genes and genetic markers in energing
nodel organi sns. "
Yes, so | still think that's the

entire sentence | would agree wth.
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o Page 12
Q And these nethods are not limted to

=

the particular coral that you sequenced in this
paper, right?

A That's correct. They should be
generally applicable to any organi sm

Q This was a proof of concept study;
it's fair to say?

A | would say there were two goals to

© 00 N o o b~ w DN

the paper. One is the nethod itself. And that,

=
o

you m ght categorize as a proof of concept paper.

=
=

But there was al so the biol ogical goal of the

12 study, which was to generate this resource for a
13 particul ar species that was widely studied in

14 coral biology. So I'd say both goals were

15 equally inportant to us.

16 Q Ckay. But the first goal was to be
17 a proof of concept for the particular library

18 preparation nethod that was disclosed, and that
19 goal was achi eved, right?

20 A Yes. It was to denonstrate how you
21 would produce these libraries and to eval uate how

22 wel | that method wor ked.
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_ _ ~Page13
Q And you're telling the scientific

communi ty what happens when you use this
sequenci ng nethod, right?
M5. CIPRIANO (bjection. Form

A | guess I'ma little unclear. Could
you repeat the question?
BY MR HOAGLAND- HANSON:

Q What's the purpose of a scientific
publ i cation?

A To communi cate the results of your
st udy.

Q Ckay. And here you're comruni cati ng
the results of this study to the scientific

community, right?

A Yes, that's right.
Q What's a transcri ptone?
A A transcriptone is a collection of

all of the expressed RNA sequences in an
or gani sm

Q So it's less than all of the genetic
material in the organism right?

A That's right.
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Q It's not even all of the RNAir1?%ﬁ;4
organism right?

A That's true.

Q This is a nethod of selectively
sequenci ng just the transcriptone?

A Yes.

Q | want to go to page 2 of your
paper. This is where the "Results" section
starts.

Do you see that?

A | do.

Q And there's a subsection here titled
"454 sequenci ng, assenbly, and sequence
anal ysis. "

Do you see that?

A | do.

Q And "sequence analysis," that refers
to the bioinformatic scripts that are used to
eval uate the sequencing results; is that fair?

A Yes. Generally the data that cones
out of a study like this, the data are in the
form of DNA sequences, which you can think of as
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1 being |i ke words. T
2 They're series of base pairs or

3 |l etters. And so any analysis of those sequences
4 would follow under this heading of "sequence

5 analysis.” That includes the bioinformatic

6 analysis using scripts.

7 Q Ckay. And you were primarily

8 responsi bl e for the sequencing analysis in this
9 paper; is that right?

10 A That's right.

11 Q The first step that's descri bed here
12 Is to trimthe sequence reads.

13 Do you see that?

14 M5. CIPRIANO (bjection to form

15 A W -- we do trimthe sequencing

16 reads. |'mnot seeing where it's the first step,
17 but perhaps that's not inportant. It is

18 certainly an early step.

19 Q kay. Well, let's go through it.

20 You say, "An overview of the sequencing assenbly
21 Is given in Table 1."

22 Do you see that?

www.DigitalEvidenceGroup.com Digital Evidence Group C'rt 2028 T Exhibit 1126.001505_ 535 0646
IDT, Inc. v. Tecan Genomics

IPR2025-00015 and IPR2025-00016


http://www.DigitalEvidenceGroup.com

10/10/2025 Integrated DNA Tech., Inc. vs Tecan Genomics, Inc. Eli Meyer, PhD

© 00 N o 0o b~ w NP

e
)

12
13
14
15
16
17
18
19
20
21
22

| do. Page 16
kay. And then it says, "After
renoval of adaptor sequences, 623,267 reads
remai ned. "
A Yes.
Q I s renoval of the adaptor sequences
trinmng?
A It is, yes.
Q Was there a step prior to trinmng
that you just didn't nention here?
A | don't recall if quality control
happens before or after trimmng. |It's not very

| nportant, the order of these operations. And |
am just not stating it because | don't recall
whi ch step happened first.

Q Ckay. That's fine. You -- then you
say, "Size-Selection to renove outlier reads
(unusual ly long and unusually short) reduced this
to 134 Mo (599, 248 reads..."

Do you see that?
| do.

kay. That's a typical step in this
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1 ki nd of sequencing, right? e
2 A It is.

3 M5. CIPRIANO (bjection to form

4 BY MR HOAGLAND- HANSON:

5 Q You would want to do that as part of
6 any sequencing nethod, it's fair?

7 A | would say it depends on the

8 sequencing platform Sonme sequenci ng platforns
9 produce a range of different read |engths. 454
10 I s one of those platforns.

11 And so any tinme you're using 454

12 sequencing, it would be a typical step to do size
13 sel ection and renove reads w th unusual | engths,
14 especially short reads.

15 O her sequencing platforns in

16 contrast produce identical read |lengths for every
17 read, and so size selection would not be used in
18 those cases.

19 Q What's an exanpl e of a sequencing

20 pl atf orm that produces identical read | engths for
21 every read?

22 A [l lum na or SCLi D, both produce
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1 defined read | engths. rageis
2 Q What's of interest at the end of

3 this process is the -- is the trimed and

4 cl eaned-up data, not the raw sequencing file,

5 right?

6 M5. CIPRIANO (bjection to form
7 A | certainly agree that that -- the
8 -- the trimed and cl eaned-up data are what we
9 focused on, and that's what we draw our

10 bi ol ogi cal concl usions from

11 BY MR HOAGLAND- HANSON:

12 Q You say at the -- in the | ast

13 sentence of this paragraph, "The size
14 distribution for these trimred, size-selected
15 reads is shown in Fig 2A, revealing that 92% of

16 trimred reads fell between 100 and 300 bp in

17 | ength. "

18 Do you see that?

19 A | do.

20 Q And the -- and figure 2A appears on

21 page 47
22 A. Correct.
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_ Page 19
Q I s there anything unusual about the

distribution of reads in figure 2A?
M5. CIPRIANO. (bjection to form

A | guess defining it as unusual would
require that we conpare it to sonething else. |
coul d di scuss and describe this distribution, but
to evaluate if it's unusual, |I'd have to ask what
we're conparing it to.
BY MR HOAGLAND- HANSON:

Q Why don't you di scuss and descri be

A Sure. So nost of the reads, the
majority of this distribution, falls just under
300, alittle under 270, but there is a -- a skew
to the left, to the lower read length. So it's
not a normal distribution. Rather, it's skewed.

Q Do you di scuss the skewed
di stribution anywhere in your paper?

A | don't recall any discussion of it.

Q When was the first tine that you
notice the skewed distribution?

A Wll, certainly very early in the
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_ _ Page 20
process, as soon as you look at the distribution

of read | engths.

Q You didn't think it was relevant in
2009 when you wote the paper?

A And | still don't think it affected,
you know, the goals or conclusions of the paper.

| found this pretty typical for that kind of

dat a.

Q You nmentioned that the nmajority of
the distribution follows -- falls just under 300.
why 3007

A "' m curious what you nean by "why
300. "

Q Wiy did you use the nunber 3007

A "' m 1 ooking at the graph and
approximating visually fromthe graph.

Q What values are on the X axis in
your figure?

A It says 70, and then it says 130.
That's foll owed by 200, 270, and 340.

Q So not 3007?

A "Il note that 300 falls between 270
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and 340. regeat

Q Yeah, |I'mjust wondering why you
picked 300 if it wasn't a value on the graph.

A Commonl y, when peopl e di scuss
nunbers, they use round or whole nunbers. [It's
common strategy in discussing nunbers.

Q Is -- is 300 hal fway between 270 and
3407

A Wul d you like to do sonme nath and

figure out? It's -- 300 is between 270 and 340.
Q It -- it's fair to say here that the

-- alnost all the reads are bel ow 270, right?

A Yeah. Wuld they al so be bel ow 3007
Q You' d agree that they're bel ow 2707
A | do agree.

Q kay. What's the significance of

t he skewed distribution here?
M5. CIPRIANO (bjection to form
Scope.
A It seens to ne that -- that you are
draw ng sone significance fromit that we have

not. | don't recall that we di scussed any
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L : : : . Page22
significant conclusions fromthat distribution.

BY MR HOAGLAND- HANSON:

Q VWll, | guess I'm-- I'"mjust trying
to figure out -- | -- 1 don't think I, in
fairness, introduced the concept of skew ng here.

| think | asked you to discuss the data, and you

said it's not a normal distribution. [It's
skewed.

A Yeah, that's how | would describe
this distribution. If you weren't able to | ook

at the graph, if instead I was trying to convey
to you verbally, what does the graph | ook like, |
woul d have used the phrasing that | used in

di scussing and describing it.

Q Is there anything else that you need
to take into consideration when eval uating
figure 2A?

M5. CIPRIANO (bjection to form

A "' mnot sure what you're getting at.
BY MR HOAGLAND- HANSON:

Q Was figure 2A generated fromthe

trimred or untrinmed reads?
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A That is fromthe trinmred reads. rages
You'l | notice the figure | egend says it's after
renoval of adaptor sequences and outliers.

Q Do you know what the distribution

was prior to renoval of adaptor sequences and
outliers?

A | don't recall.

Q Wy didn't you provide that
di stribution in your paper?

M5. CIPRIANO (Objection. Scope.

A Generally when you are preparing a
scientific manuscript, there is an either an
applied or explicit length limt. You have a
certain anount of space, a certain nunber of
figures, and so you nake priority decisions and
i ncl ude the figures that you consi der nost
val uabl e.

We considered the trimed and size
selected data to be nore val uable then the
initial raw data, and so that's the one that we
showed.

BY MR HOAGLAND- HANSON.
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Q | want to skip ahead a bit to p;§$?4
6 and 7. On page 6, there is a subheadi ng
"Pat hways and conpl exes. "
Do you see that?
A | see that.
Q And in this section, you provide

sone di scussion of the coverage that you got in
your sequencing data for certain known genes. |Is
that a fair sunmary?

A | m ght not use the word "coverage."
| mght use a termlike "the presence of certain
genes in our dataset."

Q And you go on to discuss in this
section that sonme genes weren't present; is that
fair?

A Yes. There were sone genes that we
| ooked for and did not find.

Q One of which was activin-Ilike
ki nase?

A Coul d you show ne where you're
seeing that?

Q Sure. | amin the paragraph -- the
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Page 25
partial paragraph on page 7, in the |eft-hand

columm, "Activin-Li ke kinase was notably absent
fromthis list."

A | see this.

Q And just for the reporter's benefit,

activinis A-CT-1-V-1-N.

Did | spell it correctly?
A Correct.
Q Ckay. And so you didn't detect the

presence of the activin-like kinase gene, right?

A Correct.

Q And you provi de sone reasons why
t hat gene may not have been present.

Do you see that?

A | do.

Q And the two possi bl e expl anati ons,
one woul d be that the gene is not expressed,
right?

A Correct.

Q And anot her possible explanation is
the gene is expressed at a very low |level, right?

A. Correct.
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_ Page 26
Q And if the gene was expressed at a

very low |l evel, there's the possibility that that
particular fragnent doesn't get the right
adaptors ligated to it, and so it's not
anplified; is that right?
M5. Cl PRIANO (bj ection.
| nconpl et e hypot heti cal .

A | wll say without getting into the
specific steps at which the gene may fail to be
captured, | will agree with the statenent that a
gene expressed at sufficiently |ow |l evels could
fail to nake it through to the final data set.

BY MR HOAGLAND- HANSON:

Q If that particul ar gene does not get
the right adaptor sequences appended to it, it
won't anplified as part of your library
preparation, right?

M5. ClPRIANO The sane objection.

A If the fragnent of cDNA does not get
ligated to the right adaptors, it would not be
anplified or make it into our data.

BY MR HOAGLAND- HANSON.
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1 Q And one of the reasons why it rases
2 doesn't make it into the data is the anplified

3 sequences W Il vastly outnunber that solitary

4 fragment, right?

5 M5. CIPRIANO (bjection to form

6 A If it's not ligated, it would not be
7 amplified at all. |If the adaptors do not |igate
8 to the fragnent, that fragnent would not be

9 anplified at all. And it would not make it into
10 the final data.

11 BY MR HOAGLAND- HANSON:

12 Q kay. I n the next paragraph, you

13 al so note, "A simlar search was conducted for a
14 set of transcript”" -- let ne try that one nore
15 time -- "transcription factors known to be

16 present in N vectensis, based on conserved

17 domai ns characteristic of each transcription

18 factor famly."

19 Do you see that?

20 A | do.

21 Q And you say, "O the 20 famlies
22 I nvesti gated, these searches identify annotated
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sequences corresponding to 18" of the 20 ragess
famlies, right?

A Yes.

Q And then again, at the -- at the
bottom of this colum, you say, "The |lack of
detection of these genes is not evidence that
they are absent in the coral |arvae.”

Do you see that?

A | do.

Q And then you say, "it mght indicate
their | ow expression, inconplete sequencing
coverage, or inadequate annotation.”

Is that right?

A Yes.

Q And if the cause was | ow expression,
then the sane phenonenon that we just talked
about wth respect to the activin-Ilike kinase
gene coul d occur, right?

A Yes. Regardless of the type of gene
we are discussing, any gene that's present at a
sufficiently low |l evel could fail to be captured
in the final data.
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_ Page 29
Q | want to skip ahead to page 9 now.

There is a section in the |eft-hand
colum call ed "SNP detection and validation."

A Yes.

Q And it says "SNP," but they usually
say "snip," right?

A That's right.

Q And that's a single nucleotide
pol ynor phi snf?

A That's right.

Q What was the purpose of the
experinent that you are describing in this
section?

A When you sequence DNA t hat cones
froma pool of nmultiple individuals, as we did in
this study, the sequence data can contain genetic
pol ynor phi snms. These are regions of a genone
that differ anong those individuals in the pool.

Researchers may be interested to
| ook at those pol ynorphisns in a sequence dat aset
and ask the question: Are they biologically

real, or are they sone kind of artifact or error
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_ Page 30
of the sequencing process? And so our goal

eval uating these SNPs was to ask the question:
Wien you observe SNPs in a 454 sequenced dat aset,
are they biologically real, and therefore, useful
for followup studies of genetic variation?

Q Did this experinment involve
enriching for any particul ar sequences?

M5. CIPRIANO (bjection to form

A W were not enriching for any
particul ar sequence in terns of particul ar genes
or famlies of genes. W were enriching for
expressed genes; that is, nRNA as conpared to any
of the other nucleic acids in an organi sm
BY MR HOAGLAND- HANSON:

Q Ckay. In the right-hand col um,
there's the start of the "D scussion"” section of
your paper.

A Yes.

Q And there is a section with the
subtitl e "Methodol ogi cal advances for 455
sequenci ng of transcriptones.”

Do you see that?
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Page 31
A Yes.

Q And you say, "The nethods descri bed
here resol ve several chall enges associated with
454 sequenci ng of transcri ptones."

A Correct.

Q And you go on to descri be what those
chal l enges were in this second paragraph [sic];
Is that fair?

A That's right.

Q And the first chall enge was that
"454 sequenci ng does not efficiently process
honopol yner regions greater than 8 bp in length."

A Correct.

Q And the result of that is "the
poly-A tails of the 3' ends of intact transcripts
present a problem and would be expected to
result in under-representation of the 3' ends of
transcripts.”

s that right?
A Correct.
Q And you don't want

underrepresentation of the 3 ends; is that fair?
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_ _ Page 32
M5. CIPRIANO (bjection. Form

A The goal of our sequencing was to
sequence the entire length of each transcript,
fromthe 5 end to the 3' end, and so any part of
the transcript was equal ly val uable to us,
i ncluding the 3' end. W did not want to m ss
t hose dat a.
BY MR HOAGLAND- HANSON:

Q The 3' end of conpl ete nRNA

transcripts have the poly-A tail, right?

A Correct.

Q And the sequence that's adjacent to
the poly-A tail is biologically relevant, right?

A Yes.

Q And when you are sequencing a

transcriptone, you are interested in the sequence

that's adjacent to the poly-Atail, right?

A That's correct. The sequence of the
poly-A tail itself is not interesting.

Q Ri ght. But sequence that is right
next to the poly-Atail is interesting?

A Correct.
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1 Q And the position of the poly-A “Z??B

2 tells you where the transcript starts or ends

3 dependi ng on which way you're thinking about it?

4 A Yes. | guess | would phrase it as

5 "end" but, yes.

6 Q Ckay. It's interesting to know

7 where the transcript ends, right?

8 A Correct.

9 Q You say here that you solved this
10 underrepresentation problemby -- well, let ne
11 ask a conplete and better question.

12 Wth respect to the
13 underrepresentation problem you say, "In our

14 nmet hod, this problemis resolved by sinply

15 interrupting the poly-T region with a single C "

16 Is that right?
17 A Correct.
18 Q Okay. So your library preparation

19 nmet hod sol ved the underrepresentati on probl em at
20 the 3' end?
21 M5. CIPRIANO (Objection to form

22 A Sol ved the underrepresentation
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Page 34
problemat the 3" end?

| do that's -- | do think that's
fair, yes.
BY MR HOAGLAND- HANSON:

Q And then you describe the -- a
second chal | enge associated with 454 sequenci ng
of transcriptones. You say, "Another difficulty
I n 454 transcriptone sequencing i s concatenation
of adaptors during cDNA preparation.”

A That's correct.

Q And your library preparation nethod
sol ved that problem too?

A Correct.

Q These two problens that you descri be
here, they're not entirely unique to
454 sequenci ng, right?

M5. CIPRIANO (bjection. Form

A These two problens, follow ng the
phrase "another difficulty,” is that the two
probl ens?

BY MR HOAGLAND- HANSON:

Q So, sorry. W tal ked about the
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1 first problemis underrepresentati on of the éﬁmﬁs
2 ends.

3 kay.

4 Q And then the second problemis

5 adopt er concatenation, right?

6 A | see.

7 So the first problem the

8 honmopol ynmer problem differs anbng sequenci ng

9 platforns in terns of how nuch of a problemit
10 Is. It was a well-descri bed problemfor 454. It
11 I's not a problem for nmany ot her next-gen

12  sequenci ng net hods that have foll owed.

13 | believe there is another platform
14 that it is a problemfor, but |I haven't used it
15 nyself. So I can't speak wth any certainty

16 about that.

17 The second problemthat we're

18 di scussi ng here, the concatenation, that woul d be
19 a probl em across sequenci ng pl atforns.

20 Q You don't nention any ot her

21 chal | enges that your nethod was designed to

22 resol ve, do you?
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1 A Per haps not in this paragraph, gﬁ?a%
2 there are other steps we took to resolve

3 challenges with transcriptone sequenci ng.

4 Q You didn't tal k about any of themin
5 your paper in 2009?

6 M5. CIPRIANO (bjection to form

7 A | would be happy to I ook through the
8 paper and point you to them but | believe we do
9 di scuss them Perhaps it would only be in the

10 met hods section, or | could discuss them here

11 verbally.

12 BY MR HOAGLAND- HANSON:

13 Q No, take your tinme. | would Iike

14 you to point ne to where in your paper you talk
15 about them

16 A Sure. So I'll point you to one

17 exanpl e on page 13. On the left-hand colum, the
18 third paragraph down, you will see that this

19 par agraph begins wth, "To mnimze differences
20 anong the abundance of different transcripts

21 (i.e., genes expressed at different |levels)," we

22 use the follow ng kit, paraphrasing.

www.DigitalEvidenceGroup.com Digital Evidence Group C'rt 2028 T Exhibit 1126.0036,05.237. 0646
IDT, Inc. v. Tecan Genomics
IPR2025-00015 and IPR2025-00016


http://www.DigitalEvidenceGroup.com

10/10/2025 Integrated DNA Tech., Inc. vs Tecan Genomics, Inc. Eli Meyer, PhD

© 00 N o 0o b~ w NP

e
)

12
13
14
15
16
17
18
19
20
21
22

Page 37
So the -- the beginning of this

sentence illustrates one of these other
chal | enges that we addressed in our study, which
IS, sone genes are present at a high copy nunber
in the pool of RNA. They're highly expressed.
O her genes are expressed at a low level. And
that variation in expression |level is a challenge
for produci ng a conprehensi ve sequence dat abase.
In this case, we used a commercially
avail able kit. It was not an innovation of our
own, but nevertheless, it was a step we took to
address a challenge in transcriptonme sequencing.

Q Are there any other chall enges that
you tal k about in your paper?

A There are, and | can search to find
the reference for themor do it verbally. Wuld
you prefer?

Q No, | would |ike to see where they

are in the paper, please.

A Sure. Sure.
Wel |, for conpleteness, let's
include this one. So we'll start on page 12.
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_ Page 38
And |'"msorry, it's only one word on page 12, the

| ast word "RNA." And then that sentence
continues on to page 13, "RNA preparations were
purified by precipitation with lithiumchloride
prior to cDNA synthesis."

The reason I'mhighlighting this
sentence is it illustrates how we sol ved anot her
chal | enge for transcriptone sequencing, which is
the necessity of renoving DNA fromthe -- from
the biological material to purify only the RNA

Now, that isn't spelled out in
detail in the paper because it's a very standard
nmet hod i n nol ecul ar biology and the reader woul d
have understood that this was the purpose for
t hat study.

Q It's not a challenge that you

i dentified, though, at the tinme of the paper,

right?
M5. CIPRIANO (bjection. Form
A It's not a challenge that energed
fromour data. It's a challenge that we knew

exi sted for any transcriptone sequencing, and so
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_ Page 39
we took this comonly used step to address that,

t hat wel | - known chal | enge.
BY MR HOAGLAND- HANSON:
Q Are there any other chall enges that
you di scuss in your paper?
A Yes, and |I'm | ooking for a good --

good reference for that.

| think the third challenge -- for
this -- whatever the nunber is that we're on. |
think the other challenge that | wanted to
di scuss is probably best illustrated in a -- the
di agram shown in figure 1. So that is on page 3
of the manuscri pt.

And this -- this figure includes a
| ot of data that I'mnot calling your attention
to at the nonent, although |I'd be happy to answer
guesti ons.

My purpose for calling your
attention to this figure is that this figure
il lustrates the concept of PCR suppression, which
I s a phenonenon that we take advantage of at

several places in this protocol.
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1 And generally, PCR suppression rages
2 inhibits the anplification of any short sequences
3 t hat contai ned conpl enentary sequences on their

4 ends, the 5 and 3' ends.

5 Those conpl enentary sequences can

6 hybri di ze together, as shown in the bottom

7 right-hand corner of this figure, where you see

8 structures that we term"hairpin structures.”

9 The two conpl enentary regions are hybridized |ike
10 this, and the internedi ate sequence is a |l oop

11 bet ween t hem

12 The formation of that structure

13 I nhibits anplification of that nol ecule, and so
14 It doesn't show up in the final sequence pool.

15 The reason I'mcalling your attention to this is

16 it's a phenonenon we took a -- we took advant age

17 of at several stages in our protocol.

18 And the challenge that |I'm

19 hi ghl i ghting here is the challenge that short

20 fragnments, inherently, have a tendency to anplify
21 very strongly in PCR  They produce a | ot of

22 product in PCR.  They anplify well. Long
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1 fragnments have a tendency to not anplify mell?%ﬁ41

2 And so the challenge is a bias

3 towards short fragnments. And so we use PCR

4 suppression as a nechanismto counter that

5 chal | enge, that tendency to overanplify short

6 fragnents.

7 Q Any ot her challenges that you talk

8 about in your paper?

9 A | don't recall another one off the
10 top of ny head. But if you have another one in
11 mnd, |I'd be happy to tal k about it.

12 Q You have revi ewed your paper

13 carefully and recently. |Is that fair to say?

14 A That's fair to say.

15 Q And you do not recall any other

16 chal | enges that you discuss in the paper; is that
17 fair?

18 M5. CIPRIANO (bjection to form

19 A It sounds as if you nay be recalling
20 one that's not comng to mnd for ne at the

21 nmonment. If you'd like toremnd ne of it, |I'd be
22 happy to discuss it.
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Page 42
BY MR HOAGLAND- HANSON:

Q You don't recall any others?

M5. CIPRIANO. (bjection. Form

A At the nonent, no other challenges
are comng to m nd.

BY MR HOAGLAND- HANSON:

Q | want to go back to page 9, the
par agraph of the di scussion section, talking
about the challenges that we were | ooking at a
noment ago.

I n your discussion of the
underrepresentation issue with the 3' ends, you
provi de sone di scussion of how you confirmnmed that
t hat probl em was resolved, right?

A Yes.

Q And you provide sone data to support
your conclusion that you resolved the 3
sequenci ng problem right?

A Yes.

Q And in the mddl e of the paragraph
you say, "A single copy of this 'broken-T

adaptor was found in 98,276 of the raw reads
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_ Page 43
(16% of the total), slightly nore than the

expectation approximately (~109% based on average
read | ength (232 bp) and assum ng an average
transcript size of 2,200 bp."

A Correct.

Q That cal cul ati on was designed to
denonstrate that you had resol ved the
underrepresentation of the 3 ends, right?

A That's correct.

Q Were you responsible for this
cal cul ati on?

A It's a very sinple calculation,
sinply division of one nunber by another. |
don't recall if Dr. Matz or | was the first to do
that sinple calculation. | wote the first draft
of the manuscript, and | believe this was in that
first draft, but I can't recall 16 years ago
whi ch version of the manuscript that entered in.

Q Sitting here today, your
recollection is these are your words?

A They're certainly ny words.

Q This cal cul ation's reasonabl e,
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. Page 44
right?

M5. CIPRIANO (bjection to form

A | obviously thought it was
reasonabl e, and ny co-authors agreed because we
i ncluded it. There are nuances worth di scussing
about the statenent, but | stand by the statenent
as witten.
BY MR HOAGLAND- HANSON:

Q It's based on reliable assunptions?

M5. CIPRIANO (bjection to form

A What assunptions are you referring
to?
BY MR HOAGLAND- HANSON:

Q What's the cal cul ati on based on?

A Sure. Let's walk through it. So we
say a single copy of this adaptor was found in a
little over 98,000 of the raw reads. In
parent heses, we say this is 16 percent of the
total. The way that nunber was determined is
sinply dividing a little over 98,000 by the total
nunber of reads. So that's a very

straightforward cal culation with no assunptions
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1 revolved -- involved. It's sinply arithmeticl?élge45
2 The second part of the sentence says
3 this is slightly nore than the expectati on,

4 approxi mately 10 percent, based on two nunbers,

5 an average read |l ength, and those are data from
6 our study shown in a previous table. The average
7 read length in our study was 232.

8 To arrive at 10 percent, you divide
9 232 by this average transcript size of 2200 base
10 pairs. And it's that final nunber, the 2200 base

11 pairs, that's based on assunpti ons.
12 At the tine of witing this study,
13 It was unknown what is the true transcript |length

14 for this coral species. And so we had to pick a
15 reasonabl e transcript -- transcript |ength found
16 in other animals. This was a part of general

17 knowl edge anong biologists at the tine. And so
18 we sinply plugged in this nunber, this assunption
19 of 2200 base pairs.

20 So in tal king through that sentence,
21 what I'mtrying to illustrate is the difference

22 bet ween sone nunbers, which are based on our data
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1 and neasurenents and this final nunber, mhicﬁ%?z%
2 al nost pulled out of the air from general

3 know edge. We -- we considered it a -- a

4 reasonabl e assunption for what a transcri pt

5 | ength m ght be.

6 Q Before we tal k about the

7 denom nator, | want to tal k about the nunerator,
8 the 232.

9 A Sur e.

10 Q That nunber is based on the data
11 t hat you generated, right?

12 A That's correct.

13 Q And so that nunber is not an

14 assunption, right?

15 A Correct.

16 Q You don't have any reason sitting
17 here today to think that you should have used a
18 di fferent nunber for the nunerator, right?

19 A Correct.

20 Q So | want to tal k about the

21 assunption of the average transcript size now,

22 t he 2200 base pairs.
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Page 47
A Yes.
Q That was a reasonabl e assunption at
the tine. Right?
A | certainly think so.
Q If you were witing this paragraph

t oday, would you use a different nunber?

M5. ClPRIANO (Objection. Scope.

A If | were witing this paragraph

t oday, my approach would be to review the current
literature and eval uate what is the best
assunption we coul d nake.

| wouldn't rely on pulling it from
menory, and that's why I'mhesitant to say if |
woul d use a different nunber or not. | would --
| would | ook at the existing literature in 2025
and determ ne what's the best assunption | could
make.

BY MR HOAGLAND- HANSON:

Q kay. You haven't done that
anal ysi s?
A No, | haven't.

Q Why not ?
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1 M5. Cl PRIANO  Qbj ectiontoforrrFl)ag(348
2 Scope.

3 A 16-year-ol d paper, there's no --

4 there's no -- there's no cause for it. | have

5 not been asked to do that.

6 BY MR HOAGLAND- HANSON:

7 Q s that a difficult anal ysis?

8 M5. CIPRIANO (bjection to form

9 A Is it adifficult analysis? | would
10 say it wuld take sone tine, and all of our tine
11 Is limted, and we have to prioritize giving our

12 tinme to projects that have a benefit or

13 not i vati on.

14 There may be sonme curiosity driving
15 a person to do that analysis, but |I haven't had
16 the free tinme to do things like that just out of
17 curiosity. So |lacking any professional

18 notivation for it, | haven't revisited that

19 guesti on.

20 BY MR HOAG_AND- HANSON:

21 Q You don't have any reason sitting

22 here today to use any other nunber; that's fair?
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_ _ Page 49
M5. CIPRIANO (bjection to form

A "1l -- 1"1l just restate that if |
were to use a different nunber, it would have to
be based on a search of the current scientific
literature, and | don't know what that nunber
would be. So | don't knowif it would different
or the sane.

BY MR HOAGLAND- HANSON:

Q Sitting here today, 2200 is as

accurate a nunber as any other nunber, right?
M5. CIPRIANO (bjection. Form
Asked and answer ed.

A | think it was a reasonabl e nunber
for us to choose in 2009 when we wote the paper,
and that's really the only bar that one has to
meet in witing a scientific paper.

BY MR HOAGLAND- HANSON:

Q | think you were briefly | ooking up
sone parts of the "Method" section a m nute ago,
but | just want to take a | ook at that. That
starts at page 12.

A kay.
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_ _ Page 50
Q And | want to skip ahead a bit --

well, at the -- at the bottom of page 12, in the
ri ght-hand columm, there's a subsection that
starts "Preparation of cDNA sanples."”

Do you see that?

A | see that.

Q And it -- and it goes on for a ways
until the end of that section at the top of 14.

A | see that.

Q It says, "A step-by-step protocol
for the |ibrary preparation nmethod outlined above
Is provided in the additional files acconpanying
this article (additional file 4)."

Do you see that?

A | see that.

Q And if you ook at the -- the
docunent that you're holding that's been
previously marked as Petitioner's Exhibit 1006,
and you go to the end of your -- your paper, and
it's marked -- this wasn't pagi nated originally,
but there's a page nunber at the bottom page 19.

Do you see that?
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A | see that. raoet

Q This is the protocol additional file
4, right?

A That's correct.

Q Were you al so responsible for
witing additional file 47

A | believe the first draft of this

additional file was prepared by co-authors, but |

reviewed and edited, if necessary.

Q Ckay. | want to go back to -- to
page 14. You say, "That protocol"” -- neaning the
additional file 4 protocol -- "includes m nor

nodi fi cations that we have recently devel oped to
reduce the nunber of manipul ati ons required,
| nprove reproduci bility, and to further reduce
adapt or concatenation.”
Do you see that?

A | see that.

Q And then you recommended t hat
protocol to the researchers, right?

A Correct.

Q So you' d expect soneone readi ng your
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] ] o Page 52
manuscript to follow the protocol in additional

file 4, right?

A This -- this was our recomendati on.

Q You woul d expect to get conparable
sequenci ng results regardl ess of whether the
additional mnor nodifications were used, right?

M5. CIPRIANO (Objection to form

A | would say the -- the results
shoul d be overall very simlar, but we do
hi ghl i ght sone i nprovenents in that nodified
protocol that would be detectable in the data,
primarily in the raw data, rather than the final
assenbly dat aset.

BY MR HOAGLAND- HANSON:

Q It's fair to say that the results
that you disclose in your paper are
representative of the nmethod with or without the
nodi fications, right?

M5. CIPRIANO (bjection to form

A | think that -- | think that's a bit
of an assunption. The data presented in the

paper were generated using the nethod that is
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) ] ] Page 53
outlined in the main body of the text.

| think it's reasonable to believe
that if you repeated it exactly with the nodified
protocol, you would get very simlar and
conparable results. However, | have not done
that, and so | can't say that with any certainty.
BY MR HOAGLAND- HANSON:
Q Did you ever prepare a library for
sequenci ng using the additional file 4 protocol?
A Personally, | have not. M
co-aut hors on the manuscript used those
nodi fications. Basically, while | was preparing
this manuscript, they were nmaki ng m nor
nodi fications to the protocol.

Q Ckay. And which co-authors are you
referring to?

A That woul d be Dr. Matz and

Dr. Aglyanova. She is the second author on the

paper.

Q And that's AAGL-Y-A-MO V-A
correct?

A Correct.
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Page 54
Q Wiy did you add additional file 4 to

your manuscript?
M5. CIPRIANO. (bjection to form
Scope.
A This was our reconmendation to
researchers who woul d use our protocol.

Wiy did we add it? This was a
matter of sone discussion. Should we add the new
nodi fi ed protocol or only include the original
pr ot ocol ?

The argunent that ultinmately was
conpelling was that if we were to reproduce this
study ourselves, if we were to be notivated to
conduct exactly this study a second tine, we were
convi nced that the nodified protocol woul d
produce better results.

And so our feeling was if that's the
advice we woul d take ourselves, then we should
al so give that advice to the rest of the
scientific community.

BY MR HOAGLAND- HANSON:

Q Are you aware of any publications
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] ] o ~ Page55
that provide results using the additional file 4

met hod?

A | amnot certain. | couldn't
provide you with a conprehensive |list of the
publ i cati ons that have used that.

These sequenci ng technol ogi es evol ve
fairly rapidly, and so ny own use of 454 did not
| ast much | onger beyond this paper.

Q You are not a big fan of big bags of
oil?

M5. CIPRIANO (bjection to form

A I"mafraid | amnot sure where the
question is going.

M5. CIPRIANO W have been going
for about an hour. |Is this good tine for a
break?
BY MR HOAGLAND- HANSON:

Q Dr. Meyer?

A | would take a quick break to grab a
cup of coffee. Maybe five m nutes?

(Whereupon, a brief recess was

t aken.)
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Page 56
BY MR HOAGLAND- HANSON:

Q Dr. Meyer, | amgoing to hand you
what has been previously marked as Patent Omer's
Exhi bit 2080.

(Wher eupon, Patent Omer's Exhi bit
2080, Textbook, was identified.)

BY MR HOAGLAND- HANSON:

Q Do you recogni ze this docunent,
Dr. Meyer?
A | do.

Q VWhat is it?

A This was the source that we believe
the value of 2200 was derived from So that
really was the primary reason for including this.
Wen | say, "2200," | nean the average transcri pt
| ength from our previous discussion.

Q You said "we believe."

Who do you nean by "we"?

A |'"'msure you're famliar with the
hi story of the declaration, but I'll state for
the record that the first version of the

decl aration was prepared by Dr. Matz, and he was
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the one that actually identified this reference

for that version of the declaration. | reviewed
t he decl aration, including the statenent, and
this references as the appropriate reference and
agreed with -- agreed with its concl usion.

Q So | just want nake sure that |
under st and.

Do you have an i ndependent
recollection of referring to this textbook?

A | believe | said before, but if not,
"Il say clearly that the reason for choosing
t hat val ue of 2200 was based on ver bal
conversations between Dr. Matz and |, 16 years
ago.

You'll notice that in the paper, we
do not provide a reference for the 2200 nunber,
and that's because we were drawing it from
general know edge at the tine.

Q It's your testinony that the 2200
nunmber cane from general know edge at tine; is
that right?

A Correct. And we believe that
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_ _ _ Page 58
this -- this references an appropriate resource

to denonstrate that it was part of the general
know edge at the tine.

Q And you said "we" again. | just
want to -- | just want to nake sure that |
under st and.

Do you have any i ndependent
recollection of referring to this textbook?
M5. CIPRIANO. (bjection to form

A As -- as | said, | believe that the
reason | included 2200 in the nmanuscript was
because Dr. Matz and | had had ver bal
conversations at the tine based on our general
know edge of bi ol ogy.

BY MR HOAGLAND- HANSON:

Q Ckay. | want to just nmake sure that

the record is clear.
You don't renenber referring to this
t ext book, right?
M5. CIPRIANO (bjection. Form
A The decision to include 2200 was

based on a verbal conversation, not sitting down
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Page 59
with textbooks and identifying references.
BY MR HOAGLAND- HANSON.
Q If you go to the second page of this

exhibit, there is a copyright date.
Do you see that?
A | do.
Are we | ooking at 19947
Q Yeah. Were were you in 19947
A Where was | in 19947
M5. CIPRIANO (bjection to form
A | woul d have been just beginning in
nmy under gr aduat e.
BY MR HOAGLAND- HANSON:
Q Do you recall ever referring to this
t ext book before this case?
A This is a wdely used -- this is a
w dely used textbook in nolecular biology. | --
| can't point to you a specific tinme that | have
referred to this textbook, but it certainly was a
t ext book that we were all famliar with at the
time that we worked on this study.

Q The textbook was 15 years old at the
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1 time that you did the study, right? rageed
2 A That sounds about right.

3 Q Were there are nore up-to-date

4 sources you could have referred to in 2009 than a
5 15-year ol d undergraduate textbook?

6 M5. CIPRIANO (bjection to form

7 A General know edge is often inforned
8 by older literature, not just the |atest

9 literature. Mich of scientific data is entered
10 into the general know edge and renmai ns there.

11 | don't see any problemwth

12 referring to an ol der textbook for a statenent of
13 general know edge, but if you had been a reviewer
14 on our paper, you certainly woul d have been

15 wthin your rights to comment on references that
16 we included or did not include.

17 BY MR HOAGLAND- HANSON.

18 Q Is it fair to say that the reliance
19 on this textbook -- well, let nme try that again.
20 Can you point ne to where in this

21 Exhi bit 2200 i s nentioned?

22 A Sure. So the page nunbers for the
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1 exhi bit described this at page 13 of 28, and ?%ﬁGl
2 you go to the bottomof table 23.1, you will see
3 that the average nRNA length for mammal s is

4 recorded at 2.2 kb, which is would be 2200 base
5 pairs.

6 Q You don't have any i ndependent

7 recollection of referring to this table when you
8 were drafting your paper, right?

9 A As |'ve said, our process wth

10 drafting the paper was based on general

11 know edge, not any specific references.

12 Q So if you had not received

13 Dr. Matz's declaration that said it came from
14 this textbook, you never would have gotten to

15 this textbook, right?

16 M5. CIPRIANO (bjection. Form
17 A | could only specul at e about
18 sonething like that. |If | had not received it

19 but had been requested to find a reference
20 nyself, | may or may not have identified the sane
21 reference. It was a part of general know edge,

22 and so that nunber |ikely appears in nmany
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di fferent resources. regese
BY MR HOAGLAND- HANSON:

Q You nentioned that you don't cite
this textbook in your paper, right?

A Correct.

Q Do you think it would have struck

the editors of "BMC Genom cs" as odd that, in
your paper on narine biology, you ve got the
average transcript size froma 15-year-old
t ext book tabl e about the average transcri pt
| ength in manmal s?
M5. CIPRIANO. (bjection to form
A Wll, I wll note, we included
56 references in this manuscript. Wen you're
preparing a scientific manuscript, there is often
an inplied or explicit length limt, and so
aut hors make priority decision about which
statenents to provide references for and which
statenents you can rely on general know edge.
W nade the judgenent call at the
time that this was an appropriate statenent to

base on general know edge. Qur reviewers, three
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_ _ _ Page 63
| ndependent reviewers, none of themraised any

objections to leaving it uncited and the editor
did not, so I'll stand by their judgnent.
BY MR HOAGLAND- HANSON:

Q Right. They said 2200 was

reasonabl e transcript length for coral, right?
M5. Cl PRIANO (bj ection.
Specul ati on.

A They -- | -- | can say they -- no
one rai sed the objection that we needed a
citation for that nunber. \Watever notivation
they had for not objecting to it, no one raised
an objection to | eaving the statenent w thout a
citation.

BY MR HOAGLAND- HANSON:

Q You didn't say in your paper, the
transcript |length of 2200 based on the general
know edge and understandi ng of the average
transcript length in manmals, right?

M5. CIPRIANO (bjection to form

A That's right. Again, I'll refer to

t he deci si ons authors have to nmake about the
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| ength of a manuscript. W often prioritize

bei ng concise. And so sonetinmes it's possible to
say it in a fuller and nore detailed way and the

aut hors choose to say it in a concise way. That

was our choice here.

BY MR HOAGLAND- HANSON:

Q | just want to nake sure |
under stand your testinony today, Dr. Meyer.

It's your testinony that a person
readi ng the sentence that we were tal ki ng about
earlier on page 9 of your paper woul d understand
it to conclude with, assum ng an average
transcript size of 2200 base pairs, parentheses,
based on the average | ength of the mammal i an nRNA
transcript?

A |"msorry, could you clarify? Wat
I's the question in that?

Q | think you said that -- your
testinony was, you, the author, chose to say this
In a concise size way; is that fair?

A That's fair.

Q kay. And the | onger version that
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] Page 65
you are saying a reader woul d understand from

=

this is that they would read this as assunm ng an
average transcript size of 2200 base pairs,

par ent heses, based on the general know edge t hat
an average transcript size of 2200 base pairs is
based on the average |ength of a mammali an
transcript?

M5. CIPRIANO (bjection to form

© 00 N o o b~ w DN

A | think your introduction of the

=
o

term"mammal i an transcript” into that sentence is

=
=

not necessarily sonething that we were relying on
12 or that the reader would assune.

13 The statenent, as witten, assum ng
14 an average transcript size of 2200 base pairs,
15 wthout any qualifiers, | think the reasonable
16 assunption -- the reasonable interpretation,

17 rather, of that sentence is that this is a

18 general average overall transcript |ength.

19 We didn't nmention anything about

20 manmal s i n that sentence.

21 BY MR HOAGLAND- HANSON:

22 Q Dr. Meyer, when did you first l|earn
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about this case? ragees
A | can't recall the specific date,
but | would say it was a coupl e nonths ago.
Q Who first contacted you?
A Dr. Matz contacted ne wwth a very
brief e-mail, asking if | would be willing to

assist wwth this. Wen | replied wwth a "yes,"
he put nme in contact with counsel.

Q Before that e-mail you got from
Dr. Matz, when was the last tine you had spoken
to hinf

A It had been quite sone tine. | had
to review ny records in preparation to answer
that question. | now see it was |ate 2024, an
e-mai | about an unrel ated research matter was
our -- our nost recent contact before this
e-mail .

Q Did you have a -- have you spoken
with Dr. Matz on the tel ephone?

A No contact at all w th him other
than that e-mail chain.

Q About this or anything el se?
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A Not this or anything else. ragees

Q Have you subsequently talked to
Dr. Matz on the tel ephone?

A | haven't had any contact with him
since he put ne in contact with counsel.

Q Are you being paid for your tine
working on this matter?

A Sure, |'m being conpensat ed.

Q How nuch?

A | believe 250 an hour.

Q Have you invoiced your |awers for
your work on this case?

A | have not yet.

Q Do you expect to?

A | do expect to. This is ny first

time serving in a deposition, so many of the
| ogi stical details are unclear to ne, including
the details of invoicing.

Q So you have not invoiced themyet
for the tinme you spent working on your
decl aration either?

A That's correct.
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Q Do you expect to be paid for youPrage‘58
neetings wth your |awers?

A It's ny understanding that all ny
time is conpensated at that rate.

Q And you expect to be paid for your
time sitting for deposition today, right?

A That's nmy understanding. But as |
said, I'minexperienced wwth the process. If ny
understanding is incorrect, that wouldn't be
sur pri sing.

Q You're going to submt a single
I nvoi ce, basically, for this project?

A That -- that's how | inmagined it
woul d work. To be honest, | have not asked the
guestion about how the invoicing works. So
perhaps we'll have that discussion after today.

Q Approxi matel y how nuch do you expect
that invoice to be?

A | haven't done the math yet, so I'm
not sure.

Q Have you worked on this case for
nore than ten hours?
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A | think that's fair. ragees
Q More than 20 hours?
A So if we're counting all the

I nteractions with counsel, | believe we've had

about four neetings over Zoom perhaps an hour
each. W had a prep session in person yesterday,
and we have today. And it's unknown how | ong

t oday goes.

It seens to ne that nunber cones
sonmewhere in the ten to 20 hours range, but |'d
have to sit dowmn wth a pencil and paper and
really look at ny records to a get a precise
esti mat e.

Q What about your tine spent preparing
t he decl arati on?

A Yeah, | believe that's also
I nvoi ce-able. But, again, that's a question | --

you know, woul d ask counsel about the | ogistics.

Q About how nuch tine did you spend on
t hat ?

A There were about three hours of
preparation overall during the -- the Zoom
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. . Page 70
nmeeti ngs and those prep sessions, and another two

hours of prep -- in preparation for these --
t hese i n-person neetings.

Q So, call it, 20 hours total is about
five grand?

A This seens |i ke a reasonabl e
appr oxi mati on.

Q Do you do work as an i ndependent

consul tant outside of this case?

A | haven't. You -- you see ny CV.
That -- that describes ny professional
experience. | -- 1 have no consulting

experi ence.

Q You own a business, right?
A | do.
Q Do you take a salary?

M5. CIPRIANO (bjection to form

A Because it is a single nenber LLC --
| apol ogize, I'"'mforgetting the correct business
termhere. But no, | don't drawit formally as a
salary. It's sinply gross revenue mnus all the

expenses, and | get what's left.
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Page 71
BY MR HOAGLAND- HANSON:

Q About how nuch was that |ast year?

M5. CIPRIANG Qojection. Scope.

A | would have to consult ny tax
returns to be sure. It was an enbarrassingly | ow
nunber. It's a small conpany.

BY MR HOAGLAND- HANSON:

Q Less than 50 grand?
A It was.
Q And you said you've never been an

expert wtness before; is that right?

A That's correct.

Q Wiy did you agree to work on this
case?

M5. CIPRIANO. (bjection to form
Rel evance.

A This is a question | asked nyself
during the long travel out here. The fact is, |
was asked by an old friend and col |l eague if |
could help out with this matter. |t seened |ike
an easy enough thing, so | agreed.

As the process has gone on, |
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Page 72
haven't encountered any obstacles that nade ne
say, no, | can't help out with it anynore. So
that's -- that's the -- the the main notivation

Is sinply that | was asked.

Now, if | want to be introspective
about it, every -- every scientist |loves to get
sone attention to their research and di scuss
their research, even if it has no actual benefit
for thenselves. So |I'mgenerally available to
address questions about ny research.

BY MR HOAGLAND- HANSON:

Q When you started your consulting
work on this case, was the first thing that you
were provided by your lawers Dr. Matz's
decl aration?

M5. CIPRIANO (Objection to the

extent it calls for privileged information.

You can answer the question "yes" or

no" if you renenber.
A | don't recall the specific order in
whi ch things were provided to ne.

BY MR HOAGLAND- HANSON.
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1 Q You did receive Dr. Matz's ragers
2 decl arati on?

3 A | did.

4 Q It was already drafted, right?

5 A Yes.

6 Q Your declaration relates to work

7 that you did at the University of Texas, right?

8 A That's right.

9 Q Did you review any of your docunents

10 from Texas when you were preparing your

11 decl arati on?

12 A Whi ch docunents do you nean? |

13 reviewed this manuscript, which was from Texas.
14 | don't believe there were any ot her docunents |
15 was asked to review from Texas.

16 Q You didn't review |l aboratory

17 not ebooks from Texas?

18 A No. That's correct. As in many
19 | abs, the way it works in the Matz lab is that
20 | aborat ory notebooks remain with the | aboratory.
21 So ny | aboratory notebooks fromthat work renmain

22 in Dr. Matz's | aboratory.

www.DigitalEvidenceGroup.com Digital Evidence Group C'rt 2028 T Exhibit 1126.0073,05_ 535 0646
IDT, Inc. v. Tecan Genomics
IPR2025-00015 and IPR2025-00016


http://www.DigitalEvidenceGroup.com

10/10/2025 Integrated DNA Tech., Inc. vs Tecan Genomics, Inc. Eli Meyer, PhD

12
13
14
15
16
17
18
19
20
21
22

. ) Page 74
Q Did you review any ot her docunents

from Texas, other than the manuscript itself?

A No, | haven't.

Q Did you get UT's perm ssion before
testifying in this case?

A Did not ask. Was never advi sed that
that was a perm ssion that | had to seek.

Q Does -- so UT doesn't know t hat
you're testifying about your work?

A | could only speculate. | don't
know.

Q Do you think that any of your
testinony in this case relates to anything that's
confidential to Texas?

A No, | don't.

Q Is it fair to say that everything
that you' re testifying about is based on what was
publicly available in your manuscript?

A | think I'"mtestifying based on what
was publicly available in the manuscript as well
as ny own nenory of the process that we used to

produce that manuscri pt.
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Q Do you think you're revealing any

confidential information fromthe University of
Texas by doing that?

A | do not.

Q Wiy not ?

A "' mnot sure what information in
this paper could be considered confidenti al
I nformation of -- that belongs to the University
of Texas. Al of this information was entered
into public -- into the public record, either as
a published paper or data upl oaded to public
ar chi ves.

Q When you were working at the
University of Texas as a postdoc, did you have an
agreenent that any intellectual property you
generated as a result of your work bel onged to
Texas?

M5. CIPRIANO (Objection. Scope.

A | don't recall signing any such
docunent. There often are intellectual property
agreenents between faculty nenbers and

universities, but I don't recall any such
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Page 76
agreenent as a postdoc.
BY MR HOAGLAND- HANSON.
Q Was it your understandi ng that you

were free to use work that you did in the [ab at
UT for your own personal use?

M5. CI PRIANO Qnbjection. Scope.

A | guess I'm-- |I'muncertain what
you nmean by "personal use." Wat | am doing here
I's discussing in public with -- discussing in
public the -- the paper that |I've witten and
published. So I -- | have -- | have no concerns
that 1'mdisclosing any -- any secrets by doing

t hat .
BY MR HOAGLAND- HANSON:

Q Dr. Meyer, |I'mgoing to hand you
what's been previously marked as Patent Omer's
Exhi bit 2101.

(Wher eupon, Patent Omner's Exhibit
2101, Redline of Eli Meyer decl aration, was
I dentified.)
BY MR HOAGLAND- HANSON:

Q Dr. Meyer, this is a redline of your
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declaration that was provided to us -- well, that

was filed by your lawers in this case that shows
t he changes between your declaration and
Dr. Matz's declaration; is that right?

A That's right.

Q And so this -- this redline reflects
t he changes that you made to what Dr. Matz had
witten, right?

A This reflects the changes that | and
counsel together have nade.

Q Let's start with paragraph 1.
There's an insertion here. You say, "I
understand that Dr. M khail Mtz previously
submtted a declaration at Ex2039."

Do you see that?
A | do.
Q And what's your basis for that

under st andi ng?

A That's what was conmuni cated to ne
by counsel .
Q And | think you already said this,

but just so the record' s clear, you never spoke
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1 with Dr. Matz about your declaration, right? rage s
2 A That's correct.

3 Q A few lines down, you say, "I have
4 | ndependently verified the content and anal yses
5 that Dr. Matz included in his declaration.”

6 Do you see that?

7 A | do.

8 Q What does that nean?

9 A It neans that | reviewed his

10 decl aration, evaluated whether | agreed with it
11 or whether | felt that any changes needed to be

12 made to it, and found that | agreed with the

13 substance of all the opinions that he expressed
14 in the declaration, and | had only m nor phrasing
15 changes to make for purposes of clarification.

16 Q So it's fair to say that if you

17 didn't edit it, you agree with it, right?

18 A That's fair.

19 Q How did you verify your declaration?
20 M5. CIPRIANO (bjection to form

21 A The -- the term"verified" here is
22 intended to reflect that | reviewed it and
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1 confirnmed that | believe it's correct. rage
2 BY MR HOAGLAND- HANSON:

3 Q Did you | ook at any docunents as

4 part of the verification process?

5 A | reviewed the docunents that we've
6 di scussed here.

7 Q Whi ch docunents do you nean?

8 A The manuscript itself and the

9 suppl enentary information attached to the

10 manuscri pt and the declaration itself, these were
11 the primary resources for eval uati ng whet her |

12 felt that the declaration was a -- a fair and

13 accurate summary of the manuscri pt.

14 Q You didn't | ook at any ot her

15 docunent s?

16 A | don't recall |ooking at any

17 docunents beyond the ones that we've |isted here.
18 Q You don't have any reason to think
19 that Dr. Matz | ooked at any ot her docunents in
20 preparing the original version of the

21 declaration, right?

22 M5. ClPRIANO (bj ection.
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1 Specul ati on. rageed
2 A | could only specul ate about his

3 process for producing the original declaration.
4 He and | never discussed that process, and |

5 never saw any of the previous versions. | only
6 saw his version of the declaration that was

7 conveyed to ne by counsel.

8 BY MR HOAGLAND- HANSON.

9 Q Dr. Matz is still at UT, right?

10 A That's right.

11 Q Do you know i f he has the original
12 | aboratory not ebooks relating to this work?

13 M5. Cl PRIANO (bj ection.

14 Specul ati on.  Scope.

15 A | can't be certain. | can say that
16 | think the -- his general practice, as in nost
17 | abs, is to keep those | aboratory notebooks nore
18 or less indefinitely. So | would guess he has
19 them but I'm-- |'m guessing.

20 BY MR HOAG_AND- HANSON:

21 Q Do you think Dr. Matz has access to
22 the original sequencing data that was created as
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Page 81
part of this manuscript?

M5. ClPRIANO Sane objections.

A Actually, | can answer that one
firmy. Everyone has access to the original data
because they were upl oaded to the public sequence
ar chi ve.

BY MR HOAGLAND- HANSON:

Q Do you think Dr. Matz has any ot her
sequence i nformation other than what was upl oaded
to the sequence archive?

M5. ClPRIANO (bj ection.
Specul ation. Scope.

A | don't know. | don't know what
ot her sequence data he has kept.
BY MR HOAGLAND- HANSON:

Q kay. Then you say, "I confirmthat
| have reached the sane independent opinions on
this matter."

A Yes.

Q How di d you go about reaching
| ndependent opinions on this matter?

A | eval uated whether | agreed with
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his opinion. Yeah, I'mnot sure what to add to
t hat .
Q It's -- it's fair to say that you

started fromthe Matz decl arati on and not from
your manuscript, right?

A That's -- that's a fair statenent.
| was eval uati ng whether | thought the
declaration was a fair and accurate sunmmary of
the manuscript. So that process would have
I nvol ved | ooking at the declaration and then
| ooki ng at the nmanuscript and evaluating is that
an accurate sunmmary.

Q You say, "My testinony only concerns
nmy opinions and the public materials in the Meyer
publ i cation."

Do you see that?

A | do.

Q How are your opinions different from
what the publication says?

M5. CIPRIANO. (bjection. Msstates
t he record.

A Vel |, ny opinions often include
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statenents that aren't explicitly included in the

manuscript itself such as the context of why we
chose to do something a particul ar way.
BY MR HOAGLAND- HANSON:

Q Anyt hi ng el se other than why you
chose to do things?

A | suppose there are details of the
process that may not be explicitly included in
t he manuscript, for exanple, our previous
di scussion of where did this 2200 nunber cone
from

Q I f you go ahead to paragraph 3,

Dr. Meyer, it says, "Tecan requested that |
submt this declaration to aid the Patent O fice
inits review of Meyer."

You see that?

A | do.
Q What does that nean?
A | took that to nean that the -- |

intended that this refers to the counsel for
Tecan rather than any individuals at that conpany

in itself.

www.DigitalEvidenceGroup.com Digital Evidence Group C'rt 2028 T Exhibit 1126.0083,05_ 535 0646

IDT, Inc. v. Tecan Genomics
IPR2025-00015 and IPR2025-00016


http://www.DigitalEvidenceGroup.com

10/10/2025 Integrated DNA Tech., Inc. vs Tecan Genomics, Inc. Eli Meyer, PhD

1 Q What exactly did Tecan ask you t%ﬂe&l
2 do?

3 M5. CIPRIANO. (bjection to the

4 extent it calls for privileged information.

5 You can answer at a high |evel.

6 A It was requested that | reviewthis
7 decl aration and eval uate whether | agreed with it
8 and edit where | felt it was necessary.

9 BY MR HOAGLAND- HANSON:

10 Q Did -- what's your understandi ng of
11  what this proceeding is about?

12 A | have a very -- very little

13 understandi ng of what this hearing is about. |
14 understand that it relates to a dispute over a

15 patent, but | have not even eval uated what patent

16 or patents those may be, so |l -- | have very

17 little -- very little know edge about the overall
18 case.

19 Q You have not reviewed the patents

20 that are at issue in this proceedi ng?
21 A Correct. | have not.

22 Q You haven't reviewed any of the
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ot her expert reports that have been submtted?
A Correct. | have not.
Q You haven't reviewed the petition

that was filed at the patent office?

A | have not.

Q And you haven't reviewed Tecan's
response to that petition?

A No, | have not.

Q Are you aware that Tecan is seeking
hundreds of mllions of dollars of as a result of
this patent?

M5. CIPRIANO. (bjection to form
Specul ati on and scope.

A The informati on you've just given is
i nformation | have never heard before, and | am
sure there's a lot of information |ike that
because | have very little know edge of the
overall case.

BY MR HOAGLAND- HANSON:

Q Wiy didn't you ask about why you

were being ask to testify under penalty of

perjury in a |legal proceeding?
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M5. CIPRIANO (bjection to form

A | expressed that | don't know nuch
about this case, and we discussed the fact that |
don't know nuch about this case and concl uded
that that was appropriate for ny role in the
case, that that was acceptable.

BY MR HOAGLAND- HANSON:

Q What do you understand your role in
the case to be?

A My understanding is that | am here
to provide expert opinion about the paper that I
wrote, about the study that | conducted.

Q How do you think your declaration
wll aid the patent office in deciding this
matt er ?

M5. CIPRIANO (bjection. Calls for
specul ati on.

A Knowing so little about the case, |
can't even speculate very well. | imagine -- |
specul ate that the information we're discussing
In ny paper is relevant in sonme way to the patent

di spute, but | don't know any of the details that
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may be relevant to the patent dispute.
BY MR HOAGLAND- HANSON:
Q Do you think that the patent office

can't understand your paper w thout your
decl arati on?
M5. CIPRIANO (bjection. Calls for
specul ation. Scope.

A I'm-- I"mquite newto this -- this
process. |It's outside of ny experience, but | --
it's my understandi ng that the patent office
often calls in expert witnesses with experience
in various fields to get their opinions on
technical matters, so it didn't seem unusual that
| would be called as one of those w tnesses.

BY MR HOAGLAND- HANSON:

Q Do you think your paper was uncl ear
in sonme way that you are clarifying?

A Generally, any tinme | review one of
nmy published papers years after witing it, |
often find ways that | woul d phrased things
differently. | think that's probably universal

anong ot her authors. | don't see any -- any
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_ Page 88
flaws in the paper that would, you know -- any

maj or problens or anything that, but perhaps, |
could clarify sone phrasing, and that's what |
see ny role here as. Not that the paper was
wrong or unclear, but that | could expand on sone
of the statenments that were perhaps concise in
t he paper.
BY MR HOAGLAND- HANSON:

Q Do you have any relationship with

Tecan outside of this case?

A No, | don't.
Q Have you ever used any of their
product s?

M5. CIPRIANO (bjection. Scope.

A "' m not aware of having used any of
their products. | know that often, there are
rel ati onshi ps anong bi ot echnol ogy conpani es such
t hat one conpany is bought by another, and
perhaps |'ve have used a product by one of those
others, but |I'mnot aware of having ever used a
Tecan product.

BY MR HOAGLAND- HANSON.
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Q Are you famliar with a conpany rageed
cal l ed NuCGen?

A The nanme rings a bell, but |
couldn't tell you anything about them

Q Do you recall using their products?

A | don't recall using their products.

Q Are you famliar wth a conpany
call ed Q agen?

A Q agen, yes.

Q What about | ntegrated DNA
Technol ogi es?

A Yes.

Q Wuld it surprise you to |learn that

Dr. Matz consulted wth us before he consulted
W th Tecan?
M5. ClPRIANO (Objection. Scope.

A It wouldn't surprise ne. | don't
know what Dr. Matz has been up to for the |ast
decade or so, but | know that he has interacted
wi th various biotechnol ogy conpanies, so it
woul dn't surprise ne to |learn that he had

interacted wwth a | egal teamrepresenting a
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1 bi ot echnol ogy conpany.

2 BY MR HOAGLAND- HANSON:

3 Q Do you consider Dr. Matz a

4 trustworthy person?

5 A | do, yes.

6 Q You nmentioned earlier that you

7 understand that you're offering opinions as an
8 expert witness; is that right?

9 A Correct.

10 Q What | egal standards did you apply
11 in offering your expert opinions in this case?
12 M5. CIPRIANO. (bjection. Form
13 A | am not sure what you nean by that.

14 Could you clarify "legal standards"?

15 BY MR HOAGLAND- HANSON:

16 Q Did your | awers provide you with
17 any | egal instructions to apply when giving your

18 opinions in this case?

19 M5. CIPRIANO So objection to the
20 extent it calls for privileged information.
21 You can answer "yes" or "no."

22 A Can | hear the question again to
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Page 91
eval uate the "yes" or "no"?
BY MR HOAGLAND- HANSON:
Q Did your | awers provide you with

any |l egal instructions to apply when giving your

expert opinions in this case?

A Any legal instructions? Apol ogi
but could you clarify what you nean by "I egal
I nstructions"?

Q Did they tell you what | egal
standard to apply?

M5. CI PRIANG The sane caution.

A If I can only answer "yes" or "no
to the question, | amunsure of what to answer.
BY MR HOAGLAND- HANSON:

Q Are you famliar with a | egal
concept called "the person of ordinary skill in
the art"?

A | have heard that.

Q What does that nean to you?

A Undoubtedly, | won't give a perfect

| egal definition for this, but it's ny

understanding that it refers to a sort of

es,
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_ _ _ Page 92
fictional construct, |ike a reasonabl e person.

It refers to our expectation of what the typical
practitioner in this field woul d understand.

Q Did you provide any opi ni ons about
what the person of the ordinary skill should be
for purposes of this matter?

A | don't think |'ve have provided any
statenents al ong those |ines.

Q How woul d you go about determ ning
what qualifications the person of ordinary skil
shoul d have?

M5. CIPRIANO (bjection. Calls for

| egal concl usion. Scope.

A So as soneone unfamliar with the
| egal procedures, |I'mjust not an expert in -- in
that question. | could give you how !l would

interpret it, how!| would define it, but it may
very well differ froma real |egal definition.
BY MR HOAGLAND- HANSON:

Q Do you understand your opinions in
your declaration to be offered fromthe

perspective of the person of ordinary skill?
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1 A | understand themto be offered ??%ﬁ%
2 t he perspective of an expert and intended to be
3 under st andabl e, conprehensi ble by a person of

4 ordinary skill.

5 Q Are you famliar with the | egal

6 concept of anticipation?

7 A | am not .

8 Q Did your | awers give you any

9 I nstructions on the law of anticipation in

10 of fering your opinions in this case?

11 A | don't recall any discussion of

12 that term

13 Q Did your |awers -- are you famliar
14 wth the I egal concept of obviousness?

15 A | am obviously famliar with the

16 term but not -- not a fornmal |egal standard that

17 energes fromit.

18 Q Did your | awers give you any
19 i nstructions in the | aw of obvi ousness?
20 A | don't recall any conversations

21 about that, no.

22 Q I n paragraph 4 of your decl arati on,
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you say, "l understand that there are two inter

partes review proceedi ngs concerning ny work and
that IDT relies on nmy work for its anticipation
and obvi ousness argunents.”

Do you see that?

A | do.

Q Were you curious what those
argunents were?

A | have experienced curiousness about
the entire -- "curiosity" would be the word. |
have experienced curiosity about this entire
process and have restrained fromasking for a
full explanation of every detail.

| certainly agree that this --
this -- this sentence raises the argunents that
you nentioned and | could have asked t hat
guestion, but | have not -- | have not asked
every question that canme to ny m nd.

Q Didn't you want to have the full
context of what's going on in this case before
you aut hored a bunch of opinions under penalty of

perjury?
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A It was ny understanding that 1'Ill be

=

asked opinion -- |I'll be asked to give ny opinion
in a very defined scope that is restricted to the
manuscript | wote and the declaration that
sunmmari zes it.

And it's ny understanding that if |
expand that scope now, | could be |liable for

guestions on -- on other subjects. And | -- |

© 00 N o o b~ w DN

wasn't | ooking to expand the scope because that

=
o

woul d be nore work for nme. | restrained nyself

=
=

to doi ng what was asked of nme rather than asking
12 for nore reviewing to do.

13 Q So you don't really understand

14 what's going on here. You're just answering

15 guestions that your |awers posed to you?

16 M5. CIPRIANO (bjection to form
17 A | do not -- | do not know anyt hi ng
18 about the case overall. |I'mspecifically here to

19 tal k about ny paper and the summary of the paper.
20 BY MR HOAGLAND- HANSON:
21 Q So you say, "I have not been asked

22 to provide any opinions as to the ultimte issues
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1 of anticipation and obvi ousness that |DT has ragese
2 rai sed.”

3 Do you see that?

4 | do.

5 Q Wy ?

6 M5. CIPRIANO (bjection to form

7 Specul ati on.

8 A This -- this sounds |ike a question
9 that your teammay wi sh to ask this team

10 It's -- the statenent is sinply as witten. |

11 haven't been asked.

12 BY MR HOAGLAND- HANSON:

13 Q Do you think you are not qualified
14 to offer opinions on the issues in this case?

15 M5. CIPRIANO. (bjection to form

16 A Il think I"'mqualified to offer

17 opinions within the scope that |'ve just

18 di scussed, the paper that | wote and the summary

19 of it. Since |l don't know the information

20 outside of that scope, | can't really eval uate
21 whether | would be qualified. Al | can say is,
22 | haven't been asked.
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BY MR HOAGLAND- HANSON: regesr

Q You consider yourself an expert in
NGS |ibrary preparation, right?

A | do.

Q And you al so consi der yourself an
expert in the devel opnent of new library
preparation techniques for NGS, right?

A | do.

Q Have you ever have any conversations
with Tecan's other expert in this case,

Dr. Bustanante?

A No, | haven't.

Q Have you ever net Dr. Bustamante?

A | haven't. |'mnot sure who that
I S.

Q I n paragraph 7 of your report of
your decl aration, towards the bottom of first
page, you say, "My research" -- oh, sorry. Hang
on.

The sentence before that, you say,
"During ny academi c career," you say, "l have
publ i shed 41 peer-revi ewed papers usi ng DNA
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Page 98
sequenci ng to study non-nodel organisns |ike
corals.”

A Yes, | see that.

Q What does that nean?

A Are you aski ng about the "non-nodel
organi sms part"? You asked, "Wat does that
nmean?" |'mjust clarifying which piece you're
| ooki ng at.

Q Yes, that's a fair question.

Do all 41 of your papers relate to
DNA sequenci ng?

A | see your questi on.

No, no. | think we could point to
papers in ny publication list that did not
I nvol ve DNA sequenci ng.

Q So it's not entirely accurate that
you have published 41 papers about DNA
sequenci ng?

A | think this could be a question of
the phrasing being inperfect. | have published
41 peer-reviewed papers. Not all of those

specifically use DNA sequenci ng.
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So now that you bring up the rages®
sentence, | may -- you know, if | were to rewite
it, | may rephrase to clarify that point.

Q Sonme of which use DNA sequenci ng?

A Yes. And | -- | think it's probably
fair to say the nmajority, but -- but not every
si ngl e one.

Q kay. And now, maybe on the second
half of this, what is a non-nodel organisnf

A Yeah. So nodel organisns are very

wel | - studi ed organi sns, for exanple, the fruit
fly, the | aboratory nouse. These are organi sns
that typically have a very |arge anmount of
genetic resources available for them
In contrast, nobst organisns on the

pl anet are not nodel organisns. They have not
been subjected to that level of study. And so
resources |i ke genetic sequence data are not
avai |l abl e for those organisns.

Q Do you have an understandi ng of
whet her your research relates to what is

described and clained in Tecan's patents?
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_ _ Page 100
M5. CIPRIANO (bjection to form

A | don't -- | don't know anyt hi ng
about Tecan's patents, so | could only specul ate.
It seens -- since |'ve been called here to
testify about this work, it seens that soneone
must see a connection between them but | could
only specul ate who sees that connection and what
t hat connecti on woul d be.

BY MR HOAGLAND- HANSON:

Q Are you famliar with a research
t echni que cal |l ed anchored PCR?

A I"'mnot. No, | can't recall com ng
across that.

Q Do you recall ever reading a paper
from 1995, in "Nucleic Acids Research" by

Si ebert, et al.?

A |'d have to have nore information to
say if | recall that. The -- the nane seens
famliar, but | can't -- | can't retrieve

anything just fromthat.
Q | am going to hand you a docunent

that was previously marked as Petitioner's
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Page 101
Exhi bit 1007.

(Wher eupon, Petitioner's Exhibit
1007, "An inproved PCR nethod for wal king in
uncl ai med genom ¢ DNA", was identified.)

BY MR HOAGLAND- HANSON.

Q Do you recogni ze this manuscri pt,
Dr. Meyer?

A | don't recognize the manuscri pt.

Q It tal ks about a technique called

"genone wal ki ng. "
M5. ClPRIANO (bj ection.
Foundati on. Scope.
BY MR HOAGLAND- HANSON:
Q Do you see that?
A "' m 1l ooking for the term "genone
wal ki ng" and not seeing it.
Q Sure. Just the title of the paper,
It says, "An inproved PCR nethod for wal king in
uncl ai med genom ¢ DNA. "
Do you see that?
A Wal ki ng, okay.
| do.
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_ _ Page 102
Q Do you know genone wal ki ng is?

M5. CIPRIANO (bjection. Scope.

A | don't know.
BY MR HOAGLAND- HANSON:

Q The authors here, they're affiliated
Wth a group at -- a conpany called O ontech
Labor at ori es?

A | see that.

Q Are you famliar with C ontech

Laboratori es?

A | am
Q And who are C ontech Laboratories?
A This is a biotechnol ogy conpany t hat

| -- 1 believe |I've used a product fromat sone
point in ny research career. |In fact, perhaps --
Is the SMART cDNA synthesis kit from C ontech?

In any case, yeah, I'mfamliar wth
them as a bi otechnol ogy conpany that provides
products, and I may have even used sone of them

Q There's al so another institution
referenced here, the Shenyaki n- Ovchi nni kov

Institute of Bioorganic Chem stry --
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Page 103
A Yes.
Q -- at the Russian Acadeny of
Sci ences?
A Ri ght .
Q Do you know if Dr. Matz has any

affiliation wth that organi zation?

A So --

M5. CIPRIANO (bjection. Calls for
specul ati on.

A So | don't recognize --

M5. CIPRIANG Go ahead. Go ahead.
THE W TNESS: Ckay.

A | don't -- | don't recognize the
institute nane itself, but the author |ast nanes,
Lukyanov, | believe that Dr. Matz was affiliated
with one or nore of -- of those authors. |
recal |l that name, Lukyanov.

BY MR HOAGLAND- HANSON:

Q I f you look at figure 1 on the first
page -- are you with ne?
| am
Q There's a depiction of sonmething --
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_ _ _ Page 104
an illustration of the suppression PCR effect.

Do you see that?
| do.
And there are sone hairpins there.
Do you see that?
A | do.
Q The -- you tal ked earlier about
hai r pi nni ng as one of the techniques in the
| i brary preparation nmethod in your 2009
manuscri pt.
Do you recall that?
A Yeah, | think I've referred to it as
"PCR suppression,” and "the formation of hairpin
structures.” | recall that.
Q kay. And here it's called "the
Il lustration of the suppression PCR effect.”

Do you see that?

A | do.

Q VWho proposed the |ibrary preparation
method in -- in your Meyer 2009 manuscri pt?

A Uh-huh. So this was a -- this was a

col | aborative project between Dr. Matz and
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nyself. | was a new postdoc just out of graduate

school, and | cane to his | ab because of his
expertise in library preparation nethods for
next - gen sequenci ng.

So this project was one of those
exanpl es where he was teaching ne nethods of
next-generation library preparation.

So this -- this phenonenon, the PCR
suppression effect, was a part of his general
know edge that he conveyed to ne and we used in
this protocol.

Q Do you know whether Dr. Matz got the
i dea for the library preparation nethod fromthis
manuscri pt ?

M5. CIPRIANO Onojection. Scope.

Specul ati on.

A | -- 1 don't know the origin of the
-- the various ideas incorporated in our -- in
our |library preparation nethod. It was an
iterative process, but | -- | certainly did not
I nvent the -- the concept, the PCR suppression
effect. | know that that was a part of his
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_ Page 106
general know edge that -- that he trained ne in.

M5. CIPRIANO Kevin, if you're
going to swtch gears, can we take a quick
break?

MR. HOAGLAND- HANSON: | -- do you
want take a break now, Dr. Meyer? | have a
few nore questions, but...

THE WTNESS: |[|f you have a
preference, |'mflexible.

M5. CIPRIANO. | -- | can go a
couple of nore mnutes, just need a bhio
br eak.

MR. HOAGLAND- HANSON: Maybe just two
nore on this reference?

THE W TNESS: Sure.

BY MR HOAGLAND- HANSON:

Q Wbul d you characterize your library
preparation nethod as applying the techni que of
anchored PCR?

M5. Cl PRIANO (bj ection.
Foundat i on.

A So since | hadn't -- since |'m not
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1 famliar with the term "anchored PCR, " | mourﬁﬁy?
2 have described it that way. Perhaps I'mfamliar
3 wth the concept under sone different term but |
4 wouldn't have phrased it that way because it's

5 not a phrase that's sort of in ny vocabul ary.

6 BY MR HOAGLAND- HANSON:

7 Q Are you famliar with the concept of
8 a "target-specific prinmer"?

9 A Yes.

10 Q What's a target-specific priner?

11 A So target-specific priners are

12 prinmers that anneal to the -- the region of

13 I nterest rather than annealing to other regions.

14 An ideal target-specific prinmer would anneal only

15 to that region.

16 Q Does your library preparation nethod
17 I ncl ude a target-specific prinmer for the poly-A
18 tail?

19 A That -- that question seens to --

20 you know, it kind of gets into semantics. So
21 "Il expand on that.

22 If you had a pair of target-specific

www.DigitalEvidenceGroup.com Digital Evidence Group C'rt 2028 T Exhibit 1126.0107505_ 535 0646
IDT, Inc. v. Tecan Genomics
IPR2025-00015 and IPR2025-00016


http://www.DigitalEvidenceGroup.com

10/10/2025 Integrated DNA Tech., Inc. vs Tecan Genomics, Inc. Eli Meyer, PhD

© 00 N o 0o b~ w NP

e
)

12
13
14
15
16
17
18
19
20
21
22

_ _ _ Page 108
primers to anplify a particular gene, they would

be -- those priners would anneal and anplify one
specific region in the genone that is just that

gene, and so very clearly, that would reflect a

target-specific prinmer pair.

In the case of targeting the poly-A
tail, it's unclear that that should be referred
to as target specific because it's not one
target, it's really an entire class of nol ecul es.

So perhaps, we should call it class
specific or sonething |ike that instead of target
speci fi c.

Q In your mnd, is target specific
synonynous w th gene specific?

A No, not necessarily. There -- there
can certainly be other parts of the genone that
one is interested in that are not genes and that
you woul d, neverthel ess, target with priners.

Q Can you have a target-specific
primer to a synthetic sequence?

A Sur e.

Q Like it's possible to insert via
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vari ous biochem cal nethods unknown sequence into

a cell's genone with DNA, right?
M5. CIPRIANO. (bjection to form

A That's fair. There are nethods for
doi ng that.

BY MR HOAGLAND- HANSON:

Q And then you can target those
I nsertion sites by targeting the artificial
sequence, right?

A Yeah, this is -- this is outside ny
per sonal experience, but that does match ny
under st andi ng of what's possi bl e.

Q Those are target-specific priners
then, right?

A Yeah. So, again, I'd say if it's
targeting one particular region, then | think
it's very clearly target-specific. | think if
It's targeting nultiple regions of a class, then
there may -- may be debate about whether "target
specific" is the right termm but if it's one
target, sure.

Q kay. Wiy don't we take that break.
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M5. Cl PRIANG  Thanks. rage D
(Whereupon, a brief recess was
t aken.)
BY MR HOAGLAND- HANSON:
Q Dr. Meyer, | want to go back to

Exhi bit 2101, the redline of your declaration.

A kay.

Q Do you have that in front of you?

A | do.

Q kay. Could we | ook at
par agraph 11.

A kay. |'mthere.

Q In the [ ast sentence, you say, "I
wor ked closely with all of theni -- neaning your
co-authors -- "and had personal know edge of

their work and our disclosure of this work in
Meyer . "
Do you see that?
A | do.
Q What parts of your declaration are
based on the disclosure of your work in Meyer and

whi ch parts are based on your personal know edge?
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M5. CIPRIANO (bjection. Form
A ["'m-- 1'mthinking about your
guestion. | amtrying to understand that

di stinction.

I s your question about
di sti ngui shing between personal know edge,
nmeani ng sonet hi ng that was not present in the
manuscri pt versus disclosure of this work in
Meyer, would be sonething that was present in the
manuscri pt ?
BY MR HOAGLAND- HANSON:

Q "' mjust asking you why you drew a
di stinction between personal know edge of their
wor k versus disclosure of the work in Meyer.

A So | suppose ny -- ny goal in this
sentence was to enphasis that, you know, this was
a col |l aborative project with -- with nmultiple
parts, and that | did not conduct each one of
those parts with ny own hands, but knew about
their work, and that this work was a part of our
manuscri pt.

Per haps ny phrasing of the sentence
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could be criticized, but yeah, that was the goal

of nmy statenent was that their work wasn't done
I n secret without ny know edge, but rather, was
part of this open coll aboration, and | have
know edge of it.

Q It woul d' ve been odd if your
co- aut hors had been conducting research in
secret, wouldn't it?

A That certainly would have been odd,
yeah. So the -- the statenent is intended to say
that this didn't -- this study didn't proceed in
an odd way. It proceeded in kind of the nornal
way where were an open team of collaborators and
knew what each other were doi ng.

Q "Personal know edge" is an
i nteresting turn of phrase.

Is that a phrase that you woul d use?

A Sure. It seens a common phrase,
yeah.

Q What ' s "personal know edge"?

A Sonet hing | knew personal ly as

opposed to sonething that was witten down in a
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book and |I could cite. reoets

Q Did you talk to any of your
co-authors in preparing your declaration?

A No, | haven't.

Q If you go to the next page, page 8,
there's a heading, Roman I, here.

Do you see that?
A | do.
Q It says, "The Study In Meyer Focused

On Sequencing The Entire Coral Transcriptone In
One Sequenci ng Run.”

You see that?

A Yes.
Q What does that nean?
A So when -- when you run a DNA

sequenci ng machine, it produces data in batches.
This is, you run the machine with a sanple, and
It produces a bunch of data, hundreds of

t housands or even mllions of reads. That --

t hat batch woul d be descri bed as a sequenci ng
run.

And so you get a certain anount of
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data from a sequencing run, depending on the

pl atform and various other details. And so our
goal here in this study was to sequence
effectively all the coral genes that -- all the
expressed coral genes, that is, the entire coral
transcriptone, using the data fromonly a single
batch or only a single sequencing run.

In contrast, you could imgine doing
that sanme project but conbining data fromten
di fferent sequence runs, right, and that would --
that would cost a | ot nore.

Q Why does this matter?

A Researchers are al nost al ways
limted by funding, especially in fields |ike
mari ne bi ol ogy. DNA sequencing costs noney, and
so if you have to run the instrunent tw ce, that
costs you twice as nuch as if you only have to
run it once.

So this was about efficiency,
getting as nuch useful data as you can while
spending -- while mnimzing your -- your

expenses.
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Page 115
Q And that woul d have been attractive
to other researchers at the tine?
A That's right. At |least that was our

hope.

Q | want to skip ahead a bit to
par agr aph 22.

You say, "Qur primary goal in Meyer
was to sequence the entire transcriptone."

A That's right.

Q kay. You agree that your nethod of
sequenci ng was a nethod of sequencing only the
transcriptone, right?

A W were certainly targeting the
transcriptone and anal yzing the transcri ptone.
That was -- that was the goal of the nethod.

Q And as part of the library
preparation, you preferentially anplified the
transcri ptone conpared to other sequences, right?

A Yes, | would say we selected for it
at a fewlevels, not just in terns of
anplification, but, overall, yes. W are trying

to focus on the transcriptone to generate
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sequence data fromthe transcriptone
specifically.

Q Are you famliar with a concept
called "the exone"?

A Yes.

Q What's the exone?

A So the exone is all of the exones in

the genone. The transcriptone is all of the
genes that are actually expressed. The exones --
the exone, rather, is all of the genes that could
be expressed. In a given transcriptone, there
may be sone genes that are not expressed, but the
exone wll contain all of those genes.

Q And that's because the exone refers
to a portion of the genom c DNA?

A That's right.

Q Wereas, the transcriptone refers to
the nRNA that's been translated fromthe genone
DNA?

M5. SELTZER: Transcri bed.
A Transcri bed fromthe genone, yes.

BY MR HOAGLAND- HANSON.
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=

Q Is it fair to say that the
transcriptone is a subset of the exone?
M5. CIPRIANO. (bjection to form
A | think there are sone subtleties to
the answer, but | am happy to go into them
The transcriptone is a subset of the
exone in that sone genes present in the exone nmay

be absent fromthe transcriptone, but | am not

© 00 N o o b~ w DN

answering with a definite yes because of the

=
o

subtl ety that there are other pieces in the

=
=

transcriptone that are not present in the exone,
12 and that is due to the RNA processing.

13 BY MR HOAGLAND- HANSON:

14 Q There are other things that happen
15 as part of RNA transcription that m ght change
16 t he sequence fromwhat's in the genom c nRNA?
17 M5. CIPRIANO (bjection to form
18 A That's right. Primarily, | am

19 t hi nki ng here of the addition of the poly-A tail,
20 which is not present in the exone but is present
21 on every transcript.

22 BY MR HOAGLAND- HANSON.
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Q It's fair to say that both the exone

and the transcriptone are subsets of the total
genetic material found in the organism right?
M5. CIPRIANO (Objection to form

A In terns of gene content, again, |
agree and have to just draw your attention to
that same caveat that the nodifications to the
RNA during RNA processing produce sequences that
are not present in the genone itself.

BY MR HOAGLAND- HANSON:

Q Wbul d you characterize the nethod
that you used in your Meyer paper as a nethod of
targeted sequenci ng?

M5. CIPRIANO (bjection to form

A | don't think -- no, | wouldn't
phrase it that way because |I think it would be --
It could be msinterpreted. It could be viewed
as msleading. Generally, if you tal k about
targeted sequencing, it's targeting a specific
gene or a specific region or sonething |like that,
and our nethod did not target a specific gene or

region, but rather, the entire class of
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transcripts.
BY MR HOAGLAND- HANSON.

Q And if | said | had a nethod that

coul d be used to sequence the entire exone, you
woul d say that's not a targeted nethod of
sequenci ng?

A I wouldn't -- | wouldn't describe it
as a targeted nethod because | would fear that
that could be msinterpreted by the reader for
the reasons | just stated, that it's not
targeting a single gene or region, and | think
that's how "targeted" is nost commonly used.

Q Your next sentence in paragraph 22
says, "This neant that our biggest challenge
woul d be to avoid the preferential sequencing of
certain genes or transcript regions."

Do you see that?

A | do.

Q And did you provided that in bold
and italics?

A Yes.

Q Why enphasi ze that?
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A There are many chal l enges in

transcri ptone sequencing, and froma quantitative
perspective, this is one of the biggest
chal l enges. There are sone genes expressed at

| evel s perhaps a thousand-fold higher than other
genes.

And so that will lead to
preferential sequencing of that very highly
expressed gene that could consune or use up the
great majority of the sequencing data froma
sequenci ng run. Because they are expressed at
such high levels, nost of the DNA reads cone from
t hose genes.

And so | amexplaining this to say
what | nean by quantitatively. This was one of
t he bi ggest chall enges that nost of your
sequenci ng data would go to those highly
expressed genes, so you preferentially sequence
t he hi ghly expressed genes.

So that's the reason for the
enphasis is that the quantitative inportance of

this -- this chall enge.
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Q Wiy bold and italics?
A This is a stylistic choice. It's
sonewhat arbitrary. | amnot aware of any, you

know, formal rules about what statenments have to

have bold or italics. So it was an arbitrary

choi ce to enphasi ze the region or the statenent.
Q Is it your choice to enphasize this

statenent in particular?

A | don't recall when this was added,
but because it's -- because it's not redlined, |
think this was present in the original -- the

Mat z version of the declaration, but | certainly
agree wwth it and so | did not change it. |It's,
as | say, quantitatively a very |arge chall enge,
so it deserved enphasi s.

Il wll say |I tried to -- in
review ng and editing the docunent, | tried to
not go in and nmake changes to what | viewed as
m nor stylistic choices, |like, the choice of
italics or bold here.

Q It's fair to say that the choice to

enphasi ze this particul ar statenent was
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. Z S

M5. CIPRIANO (bjection. Calls for
specul ati on.

A | don't recall specifically where it
canme in. | believe Dr. Matz's worked with
counsel to produce this declaration. So |I'd have
speculate that Dr. Matz first hit the bold button
or did counsel hit the bold button. But I
believe it was enphasized in the Matz version of
the declaration that | received.

BY MR HOAGLAND- HANSON:

Q s this the nost inportant statenent
that you make in your declaration?

M5. CIPRIANO (bjection to form

A | can't say | have eval uated the
relative inportance of all of these statenents.
| certainly think it was an inportant statenent,
deserving of enphasis, but |I have not done any
formal ranking of the inportance of all those
st at enent s.

BY MR HOAGLAND- HANSON:

Q It's the only statenent in your
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declaration in bold and italics?

A Well, as | say, | see it as a
somewhat arbitrary stylistic choice. Perhaps in
a legal context like this, there are convention
or rules that | amnot aware of, but that was ny
view of the decision to bold and italicize that
statenent. | saw it as not an inportant
stylistic choice. And so | didn't feel the need
to nake any changes to it.

Q You do not attribute any inportance
to this particular statenent over the other ones
I n your declaration?

A | think it's a very inportant
statenent. | think it enphasizes one of the
bi ggest chal |l enges in transcri ptone sequenci ng,
but | amjust saying, | don't have an opinion
about if we ranked the inportance of all of these
statenent, is this nunber 1 or nunber 2. | have
not gone through such a process.

Q In the next sentence, you say, "This
requi red overcomnm ng biases toward highly abundant

transcripts, the 3 ends of transcripts, and
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shorter transcripts.” Page 124
Do you see that?
A. | do.
Q | want to tal k about the second one

of those, in particular, which if you go to the
next page, there's a subsection B.

Do you see that?

| see that.

Q It says "Overcom ng Bias Towards 3'
ends of Transcripts."

Do you see that?
| do.

Q You do not talk about this bias
towards 3' end of transcripts anywhere in your
manuscri pts, do you?

A That woul d surprise ne if there's no
statenents about it because that was certainly
one of the innovations in our protocol. W've
di scussed this previously in today's neeting
about the broken-T chain.

|'"d be happy to find a statenent in

the manuscript, if you'd I|ike.
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Q Sure. | think what we tal ked about

earlier was underrepresentation of the 3' ends,
right?

A | see. You're right. That was our
previ ous di scussi on.

So |l can -- | can tell you today,
how we overcanme the bias towards the 3' ends of
transcripts. |If you d like, | could reviewthe
manuscript to find a citation, if we've nentioned

that specifically in the manuscript.

Q Yes. Well, before -- nmaybe to help
you out.

A Yeah.

Q If you | ook at paragraph 24 of your

decl arati on --

A kay.
Q -- there is no citations to your
paper.
Do you see that? You mght | ook up
at paragraph 23, you will see there is a citation

to Exhibit 1006.
A Ri ght .
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Q That's a citation to your paper’giage126
A Ri ght .

Q Ri ght ?

A Yes.

Q kay. And if you | ook at
paragraph 24, there is no citations to
Exhi bit 1106, right?
A Yes.
M5. CIPRIANO. (bjection to the
extent it m sstates the docunent.
BY MR HOAGLAND- HANSON:
Q kay. And in paragraph 25, there is
al so no statenent. There is no citation to
par agraph 1006, right?
M5. Cl PRIANO Sane objection.
A It seens to ne that this is -- this
Is cited and does explain the nethods. I|f you'l
see the sentence on page 13 now, to avoid 3 --
so first paragraph, sixth line, "To avoid the 3
over-representation...we use the SMART cDNA
anplification kit."

And that does refer to the
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: Page 127
manuscri pt.
BY MR HOAGLAND- HANSON:

Q kay. It refers to paragraph 13,
right?

A | believe that's how this notation
wor ks.

Q And if you | ook back at
par agraph 24, Dr. Meyer, in the -- after the

first sentence, do you see the word "1d"?

A | do.

Q Do you know what that neans?

A | believe it -- it's referring to a
previ ous reference, but apologies, | don't recall

what the abbreviation actually stands for.

Q Is that an abbrevi ati on you have
used in your scientific work before?

A We don't -- we don't use that
notation in scientific publications, but
understand that it's used commonly in | egal
docunent s.

Q And do you understand that to refer

back to the citation in paragraph 23 that's al so
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to page 13 of your manuscri pt?

A ['"'m-- |I'"muncl ear about the page
part, but | do understand it to refer to the
manuscri pt.

Q Do you think that it refers to sone
ot her page ot her than page 137

A | guess |I'muncertain whether the
convention is that it nust apply to the sane page
or whether it just sinply applies to the entire
docunent. And that's just about ny |ack of
experience with the -- how citations are handl ed
in | egal docunents.

Q How did you verify the citations in
your decl aration before you signed it under
penalty of perjury?

M5. CIPRIANO (bjection to form

A This -- this seens related to the
previ ous question. | nean, ny process for
verification was to -- toread the -- to read the

docunent, review the manuscript, and eval uate
whet her | thought the docunent was a fair and

accurate summary of it.
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| -- 1f I'"ve sone m stakes rel ative

to page nunber, |'munaware of them
BY MR HOAGLAND- HANSON:

Q Ckay. So you woul d expect that
sonmewhere on page 13 of your manuscript, you
woul d find information to support your statenent
that to avoid the 3' overrepresentation, we use
the SMART cDNA anmplification kit from Takara?

A So, again, I'm-- |'m expressing

uncertai nty about the page issues, but | do

understand that that refers to the -- the
manuscri pt.
Q Can you go to page 13 of

Exhi bit 10067

A Sur e.

Q And you can take your tinme, but 1I'd
| i ke you to point ne, Dr. Meyer, to where on this
page you tal k about overrepresentation of 3' ends
of transcripts.

A |"mnot certain that the page uses
the term"overrepresentation of 3 end of

transcripts. But certainly, our understandi ng of
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1 t he purpose for using the SMART cDNA synthesrasgJemo
2 kit is that it overcane this -- this tendency.

3 Q I's there anywhere el se in your

4 manuscri pt that you tal k about an

5 overrepresentation problemwth respect to the 3
6 end of transcripts?

7 A |"'mnot certain that there is, but |
8 could -- you know, explicitly, I'mnot sure that
9 we have explicitly used that termin the

10 manuscri pt.

11 Agai n, that was the purpose for our

12 use of the SMART cDNA synthesis kit. This is

13 part of the context that I'mtrying to add today,
14 you know, the -- the purpose for choosing the

15 steps that we -- that we chose. And that was --
16 that was certainly one of the reasons for using
17 this.

18 Q Ckay. You woul d agree that you

19 expressly told the scientific comunity in your
20 paper that there was an issue wth

21 underrepresentation of 3' ends, but you don't

22 anywhere tell the scientific conmmunity expressly
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that there is a problemwth the

overrepresentation of the 3 ends, right?
M5. CIPRIANO. (bjection to form

A "' muncertain that we've used the
phrase "overrepresentation of 3' ends”
explicitly. W have explicitly recommended usi ng
the SMART cDNA synthesis kit, which overcones
that problem But |I'mnot certain that we have
explicitly stated that reason for it.

BY MR HOAGLAND- HANSON:

Q That reason for it conmes only from
the declaration that Dr. Matz wote in this case,
right?

M5. CIPRIANO (bjection to form

A Ch, | wouldn't say it cones only
fromthe declaration. | would say it was part
of -- part of our know edge collectively for why
we this, why we nade the choice at the tine.

In other words, | didn't |earn about
it for the first tinme when | read his version of
the declaration. Rather, it was our

under standi ng that that was why we were doing
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_ _ Page 132
this at the tinme.

BY MR HOAGLAND- HANSON:

Q Do you think that your
understanding, to the extent it's not expressed
I n your paper, is sonehow legally relevant to
t his proceedi ng?

M5. CIPRIANO (bjection. Form
Scope. Calls for a legal conclusion.

A | -- 1 have little enough experience
with | egal proceedings that | wouldn't express
opi ni ons about -- | would hesitate to express
opi ni ons about them
BY MR HOAGLAND- HANSON:

Q Suffice it to say, though, this
section that we | ooked at in your declaration,
par agraphs 24 and 25, these paragraphs are based
on your understandi ng of what the purpose of the
experinment was and not based on the paper, right?

M5. CIPRIANO (bjection to form

A | nmean, | would say these are based

on both the paper and ny understandi ng. The

declaration attenpts to add context and expand on
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the details that are present in the paper.

BY MR HOAGLAND- HANSON:

Q So where in your paper do you
expressly or not expressly tal k about overcom ng
a bias towards 3' ends of transcripts?

A Yeah. Wen we -- when we say that
we used the SMART cDNA synthesis kit, this was a
part of the notivation for using the SMART cDNA
synthesis kit. So it may be fair to say that
that termis not explicitly witten out in the
manuscript, but it was part of our know edge and
notivation for using that -- nmethod. And we've
listed the nethod that we used.

Q You don't tal k about that notivation
anywhere in your nmanuscript.

A |"'msorry. |Is that -- are you
| ooking for a confirmation of that statenent?

Q You don't talk about the notivation
for using the SMART cDNA kit that you just tal ked
about wwth ne and that's in paragraph 24 and 25
of your manuscript, anywhere in your paper,

right? Oh, sorry, just so the record is clear.
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1 You don't tal k about the notivation
2 for using the SMART cDNA kit that you just
3 testified about and that you discuss in
4 par agraphs 24 and 25 of your decl aration,
5 anywhere in Exhibit 1006, your 2009 paper, right?
6 M5. CIPRIANO (bjection to form
7 A You' re asking ne whet her |
8 explicitly refer to that notivation in the paper?
9 BY MR HOAGLAND- HANSON:
10 Q Yes.
11 A | don't recall that specific
12 phrasing being in the paper. | -- and I'll say

13 again that | believe it's inplied in the use of
14 the SMART cDNA synthesis kit. But if -- if one
15 wants to criticize our phrasing in the paper and
16 say that we should have expanded on that

17 notivation nore, | could -- | could imgine that
18 being a fair criticism

19 Q How does your statenent that you use
20 this kit -- how does your statenent that you use
21 this kit inply a notivation to overcone

22 overrepresentation of the 3 ends?
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1 M5. CIPRIANO (Objection to for rpr?g(3135
2 A Sonmeone who understands this --

3 these library preparation protocols and how t he

4 SMART cDNA synthesis kit works woul d have al ready
5 been famliar with these challenges and the fact
6 that it was a challenge that's resolved by the

7 use of the SMART cDNA synthesis kit.

8 So, you know, soneone -- soneone who
9 had read how the SMART cDNA synthesis kit works
10 woul d have understood that benefit.

11 BY MR HOAGLAND- HANSON:

12 Q Right. Wll, once the -- once

13 soneone in the field knows that you're using the
14 SMART cDNA kit, you're no |onger concerned about
15 overrepresentation of the 3 ends, right?

16 M5. CIPRIANO (bjection to form
17 A |'d say soneone wth expertise in
18 the field woul d understand that using that kit
19 addresses that chall enge effectively.

20 BY MR HOAGLAND- HANSON:

21 Q | want to go ahead to paragraph 27.

22 There's -- you' ve reproduced here figure 1 of
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Page 136
your paper.
A Correct.
Q And this is an accurate

representation of one of the versions of your
net hod that you descri be on the paper, right?

A Yes, | believe this is a accurate
copy of exactly the figure shown in the
manuscri pt.

Q And if you go down to the -- to the
anplification step, right?

A Yep.

Q You' ve got red and yel |l ow sequences
here, right?

A Correct.

Q And those correspond to adapters
that are eventually going to get used by the 454,
right?

A Correct.

Q And you' ve got two partial duplex
adapters that get ligated prior to the step,
right?

A Correct.
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Q One's the yell ow one, and one'sp?grelg37
red one?

A Ri ght .

Q And you al so add the yell ow adapt or

to sone sequences using a tailed prinmer. That's
t he bl ue and yel |l ow prinmer?

A Correct.

Q If you omt the yellow parti al
dupl ex adapter fromthis reaction, will you
amplify only the 3" end?

M5. CIPRIANO (bjection. Form

A That's not -- not sonething | recall
ever seeing data from | could specul ate about
how t hat woul d behave, but | don't think |I have
any data to base that on.

Wul d you like ne to specul ate?
BY MR HOAGLAND- HANSON:

Q Wel |, how woul d you expect that to
wor k based on your expertise in NGS library
preparati on?

A I[t's not a -- it's not a situation

that |'ve considered before, so | would want to
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take a few m nutes and -- and think about itfjag(3138
lt...

Q Take your tine.

A It would be based on -- yeah.

Q kay.

A So the situation -- the hypothetical

situation you're asking ne to consider is that --
I'"'mclarifying here.
You' re aski ng what woul d happen if

we only use the -- the red, the B partial, and --

Q Yeah, B partial duplex, and the sane
tailed prinmer.

A And -- and we | eave off the -- we --
we omt the A --

Q Partial dupl ex.

A -- partial duplex. Yeah.

Q What's the product of that reaction?

A And then you're asking what's the
product of the PCR reaction or the product of the
| i gati on reaction?

Q You can take it step-w se.

A kay. So at the ligation -- at the
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_ _ _ _ Page 139
| igation reaction, we've only -- in your

hypot hetical, we've only added a single type of
partial duplex adaptor so that that's only dupl ex
adaptor that's avail abl e.

It would ligate to the 3' end of the
5" fragnent, the 5 end of 3' fragnment, and both
ends of the internal fragnents.

So those would be the products of
the ligation reaction. Wuld you like to talk
about the products of the PCR?

Q Yeah. Wat are the products of the
anplification reaction?

A kay. And what priners are we going
to include in this hypothetical PCR?

Q Just for sinplicity, let's include
all of them

A kay. So in that case, the B
primers, the yellow priners, wll have no priner
bi nding site to anneal to.

So those products, the internal
fragments will not be produced. It |ooks |like

the other products, | think, would be produced.
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|"msorry. That nmay have not been cl ear rege i
verbally, so the internal -- the internal

products -- PCR products of the internal
fragnments, | believe, should not be produced in

that situation, but the PCR products of the end
fragnments, | think, would be produced.
Q Right. So you would end up with
just the 5° and 3' end fragnents, but all the
I nternal fragnments woul d not be produced.
M5. CIPRIANO (bjection to form
A | think that's accurate. | should
give the caveat that the -- the PCR products
shown on the very bottomof the diagramw th the
red region on both ends, those priners are still
I n solution, and those priner binding sites are
present, so they would be produced but suppressed
t hrough PCR suppression. So there nay be a tiny
amount of them produced.
I'"'mtrying to be absolutely precise
I n answering your question. | don't think that's
terribly inmportant. Yeah, that's ny eval uation

of that hypothetical.
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] ] Page 141
Again, we haven't done it, but |

think that -- | think that that is accurate, that
the end products could still be produced.
BY MR HOAGLAND- HANSON:

Q Sonmeone with skill in NGS |library
preparation could easily make that adjustnent if

the goal was to only anplify the 5 and 3' ends,

ri ght?
M5. CI PRIANG Qnojection. Scope.
A. | think they could easily propose
the idea that -- that we've just discussed in

this conversation. Wether there nay be ot her
subtl eties that cone up during devel opnent of
that nethod, |I -- | can't speculate, but I think
the idea is reasonabl e enough.
BY MR HOAGLAND- HANSON:

Q So | eaving the hypothetical and
goi ng back to the nethod as drawn.

A Uh- huh.

Q And | think we've -- you know, we've
al ready been tal king about it this way, but

there's 5 end fragnents, internal fragnents, and
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. Page 142
3" end fragnents, right?
A Correct.
Q When you -- those -- those fragnents

refer to fragnents of the original cDNAs, right?

A That's right.

Q And the -- the cDNAs are generated
by the cap kit, right?

M5. CIPRIANO (bjection to form

A The SMART cDNA synthesis kit is used
to produce those -- is used to produce the cDNA
nmol ecul es, and then those cDNA nol ecul es are
fragnented through sonication. I'm-- |I'm
answering in detail to say that the SMART cDNA
synthesis kit itself does not produce the
fragnents.

BY MR HOAGLAND- HANSON:

Q kay. Right. Yeah, and sorry. So
you would call this the SMART kit, not the cap
Kit.

Have you ever heard it called the
“cap kit"?

A | don't recall.
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a Kay. Page 143

A No, | don't. | -- 1 don't think
|"ve ever heard that.

Q kay. "Il call -- 1"Il try to cal
t he SMART Kit.

A kay.

Q The -- the SMART kit -- so the --
the way you have the -- the di agram shown here,

the SMART kit puts those bl ue cap sequences on
either end, right?

A Yes, the -- the SMART kit is used to
make the first string cDNA, and that first string
cDNA contains the cap, the blue sequence on both
ends.

Q And that blue sequence in this

application of the nmethod is bl ocked from

| i gation?
A Yes.
Q And it's blocked fromligation based

on a nodification of the final nucleotide in the
cap sequence?

A It's -- it's based on the absence of
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Page 144
a phosphate group on the end. So the natural

=

DNA, when it's fragnented, will contain those
phosphat e groups, but these synthetic priners
will not so that's the nmechani sm

Q The fragnentation process that's
happeni ng here is -- is stochastic in howit
fragments the strands of cDNA, right?

A Yes. To expand on that, it's -- we

© 00 N o o b~ w DN

consider it randomwith regard to the position

=
o

al ong the fragnent or along the transcript, where

=
=

it wll break and with regard to the -- the

12 sequence content of that position.

13 Q And it's -- simlarly, the ligation
14 reaction is randomin the sense that there's no
15 -- there's nothing putting a thunb on the scale
16 of which adaptor ligates it at which avail abl e
17 doubl e strand, right?

18 A That's right. The two adaptors

19 could ligate to either end as |l ong as that end
20 contains the suitabl e phosphate groups.

21 Q After that fragnentation step, there

22 was an end repair reaction perforned, too, right?
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1 A. After fragnentation, before rage
2 ligation. | think that's correct, but I'd want

3 t o doubl e-check the nethod section to make sure

4 we have the order correct.

5 So your statenent was sonication and
6 then end repair?

7 Q Yeah. So if you go to page 13 of

8 Exhi bit 1006, right-hand colum, first full

9 par agr aph.

10 Are you with ne?

11 A | see it, yeah.

12 Q It says, "First, the fragnented cDNA

13 was ' polished' wusing Klenow and T4 DNA

14 pol ynmerases to fill in single-strand overhangs
15 that mght remain after sonication.”

16 A Yes. So | agree with your

17 statenent. End repair happens after sonication,
18 yes.

19 Q And during sonication, there's

20 not hi ng that prevents fragnentation within the
21 bl ue cap sequence, right?

22 A. Correct.
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Q And if such a fragnent is creatg§?M6
it's then end repaired and avail abl e for
| i gation, correct?

A Correct. It should be.

Q So while they're not drawn here, you

could also end up wth fragnents that are sort of
red or yell ow adaptor, piece of the blue adaptor,
orange adaptor, white adaptor, red or yellow
adapt or ?
M5. CIPRIANO (bjection to form
A | believe that's correct.
BY MR HOAGLAND- HANSON:

Q And we've tal ked about this a few
times already, but the internal fragnments or the
external fragnents that end up with yell ow yel | ow
or red red, the sane adaptor on both ends --

A Ri ght .

Q -- those are the fragnents that are
suppr essed?

A Correct.

Q Your net hod doesn't sonmehow

di sti ngui sh by sequence suppressed fragnents from
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Page 147
anplified fragnents, right?

M5. CIPRIANO (bjection to form

A Are you aski ng whet her given the
final data, |ooking at an individual read, are we
able to tell whether that read cane froma
suppressed or anplified fragnent?

BY MR HOAGLAND- HANSON:

Q Do you observe the suppressed
fragnents in the sequenci ng?

A So the suppression in principle is a
guantitative suppression, not a 100 percent
effective elimnation of those nol ecules. Those
nol ecul es can still be present in the m xture.
However, if you think about the DNA sequenci ng
t echnol ogy and recogni ze that it has to have one
of them on one end and the other one on other end
in order to even be sequenced, | would not expect
to find themin the final pool of sequence data.
But if we are thinking about the internediate
steps such as the pool of fragnments, they could
be present at sone |level -- sone low level in

t hat pool .
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. Page 148
Q Right. In other words, that, I|ike,

If you' re imagi ning the PCR reaction, you can

have sone hairpin suppressed fragnents floating

around still. You don't separate them out?
A That's right. It doesn't elimnate
them or degrade themor anything like that. It

sinply fails to anplified them
Q Ri ght. Because it bl ocks the PCR

prinmers from bi ndi ng?

A Correct.
Q But those suppressed fragnents, |
think you just said can't be -- can't show up in

t he sequence data because they can't be sequenced
by the 454, right?

A Yeah, in principle, based on ny
under st andi ng of how the instrunment works, |
don't see how they could be -- how they coul d
make through to the end. Perhaps there's sone --
sone inefficiencies in that process that | am
unaware of, but ny expectation is they should not
make it into the sequence data.

Q So it's fair to say that what nakes
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_ _ _ Page 149
it into the sequencing data are the fragnents

that are, by chance, ended up with the red and
the yell ow adaptors, but not the rest of the
sanple, right?

A | think that's reasonabl e, yes.

Q I f you go to paragraph 33 of
Exhi bit 2101.

Are you with nme, Dr. Meyer?

A | am

Q You state here, "Figure 1 is an
accurate representation of cDNA synthesis and
| i brary preparation in the nmethod."

And then you reproduce it again --
t he sanme figure?

A Yes, | see that.

Q What do you nean by it being an
accurate? Sorry. Let ne try a conplete sentence
I n English.

What do you nean by it being an
accurate representation?

A It reflects howit really works.

There's a word we didn't use here that | wll
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] ] ] ] Page 150
enphasis which is "conplete.” W didn't say it's

a conplete representation, but an accurate
representation, | would stand by. It does
reflect howit really works, our understandi ng of
how t he process really works.

Q kay. And so we have tal ked a
little bit about the steps here. There is the
SMART kit. Then there is fragnentation, and |
take your point that there are sone other steps
that m ght be omtted here.

A Correct.

Q So let ne start over. It sounds
| i ke what you were saying is this sone of steps,
say, sone of the inportant steps, but it's not
all of the steps, right?

A It's not all of the steps. And |
woul d say it focuses on the innovations that we
I ntroduced in the study. So just beginning at
the very top, we start with the RNA nol ecul e, and
we don't tell you anything about how we extract
it or purify that RNA nol ecul e because those were

not innovations we developed. So it's -- it's
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I ntended to accurately reflect the innovations we

devel oped. Sone of the standard nethods are not
shown in the diagram

Q Ckay. The steps that are in the
diagram there's the cDNA synthesis and

anplification. That's the SMART kit?

A Ri ght .

Q There's fragnentati on by sonication?
A Yes.

Q That's adaptor ligation?

A Yes.

Q And this is PCR anplification,

right?
Ri ght .
s there a single prinmer extension
step in this reaction?
M5. CIPRIANO (bjection. Form
A A single priner extension step,
could you clarify of what you nean by that?
BY MR HOAG_AND- HANSON:
Q Are you famliar with the concept of

a single prinmer extension reaction?
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A. | have not heard soneone di scuss a

single prinmer extension reaction in those terns.
| could, you know, understand the words in it and
under stand how a person coul d describe a reaction
in that way, but | don't recall ever hearing
anyone use the term"single priner extension
reaction.”

Q How do you understand that?

M5. Cl PRIANO (bj ection.
Foundat i on.

A So hearing this termfor the first
time, single prinmer would nean there's only a
single type of priner in the reaction.
Extension, surely refers to the extension step of
t he pol ynerase chain reaction, and so | would
i nterpret that phrase to nean a reaction that has
a DNA tenplate, a single priner type, and a DNA
pol ynerase. This would all ow extension of that
partially doubl e-stranded nol ecul e.

The primer would bind to the

tenplate. The DNA pol ynerase would extend it.

That's how | would interpret the phrase that |'ve
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j ust heard.
BY MR HOAGLAND- HANSON:

Q Is it possible to have an extension

reaction that's not part of PCR?
M5. CIPRIANO (bjection to form

A Sure. Polynerase chain reaction is
a process that's typically done -- it's always
done in nultiple steps. Miltiple cycles, they're
referred to as. And it would be possible to do
that sane reaction in only a single step, and you
wouldn't really call it PCR at that point. It
woul d sinply be extension with a DNA pol yner ase.
BY MR HOAGLAND- HANSON:

Q In other words, you could add sone
prinmers and a pol ynerase and extend, but not

thermal cycle and then have another prinmer to

anplify, right?

A Correct.
Q Is there such a reaction here?
A Well, we conducted PCR in nultiple

cycles. W never ran a single cycle and then

wor ked with the products of that single cycle.
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But in principle, if you do PCR for, say, 15

cycles, you could | ook at theoretically that
first cycle as being such a reaction.

But, again, |I'll enphasize, we
didn't actually do that. Wat that we really do
Is mx the conponents together, put themin the
pol ynerase -- the thernocycler nmachi ne and wait
for 15 or cycles or whatever the nunber is.

Q And you woul dn't describe the step
that is shown here as anplification as an
ext ensi on reacti on?

A Extension is one of the conponents
of PCR, so anplification refers to PCR and
extension is one of the three steps in that, so |
would say it's a part of -- extension is a part
of anplification.

Q Right. But if | anended your figure
to scratch out anplification, and | just wote
extension, that wouldn't be scientifically
accurate?

A Yes. | would disagree wth that

relabeling. | think "anplification" would be
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1 correct term here because what we're trying f%ﬁl&s
2 di stingui sh between in the figure is that sone
3 products go through that exponenti al
4 anplification process and their products don't.
5 And that's -- that's the major distinction here.
6 | think extension wouldn't capture that
7 di stinction.

8 Q | want to go to paragraph 38 now --
9 A kay.

10 Q -- of Exhibit 2101.

11 Are you with nme, Dr. Meyer?

12 A | am

13 Q In this section, you are talking
14 about the sonication reaction that you used.

15 Do you see that?

16 | do.

17 Q And you say, "W optim zed this

18 process to produce fragnents there were roughly
19 300-400 nucl eotides in length.™

20 Do you see that?

21 | do.

22 Q What does that nean?
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A So when you're sonicating nucleic

acids to fragnent them the size of your final
product depends on the extent of how nuch you' ve
broken up the initial tenplate.

And you can vary that extent by
changing the intensity of the sonication, which
Is sort of the -- the power of the sonicator, or
changing the duration, in other words, conducting
t hat process for a longer period of tine.

Turning up the power or going for
| onger, both of those would produce shorter
fragnents. And so we -- we experinented with
this to evaluate what are the right settings to
produce the size range that we're | ooking for.

Q Does that nmean that is the fragnent
si ze that you obtained fromthis particular run
of the experinent that you tal k about in the
paper ?

A Not necessarily. That was our
target. |I'mnot sure if that's exactly the
nunber that we ended up with in the paper. And |

want to enphasi ze that any neasurenents that we
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made of fragnent size for the -- for this study

woul d be quite inprecise based on visual
evaluation of a gel in gel electrophoresis.
Gl -- I'msorry. That's a hard word, huh?
El ectrophoresis. E-L-EECGT-ROP-HORE-S-I-S.

Q | believe you passed the spelling
bee of the deposition.

A That's a -- that's a | ong one, yeah.

So |I''m enphasi zing the |ack of

precision in our nmethod for evaluating the -- the
size range that pre -- we produced, to say that
If there's a slight difference in nunbers between
t he manuscri pt and here, | wouldn't viewit as
| nportant because it's a very approxi mate
esti mate.

Q If you go to paragraph 48 of
Exhi bit 2101, Dr. Meyer.

A | see it.

Q You reproduce a figure from
additional file 4.

Do you see that?

A | do.
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Q And there has been an additi onal

primer added to this reaction that is shown as
the green and yel |l ow pri ner?

A That's right.

M5. CIPRIANO (bjection to form
BY MR HOAGLAND- HANSON:

Q Ckay. Conpared to the figure 1,
t hat process that we | ooked at earlier?

A That's right. That green and yell ow
primer is used in this nodified protocol and not
used in the original.

Q kay. And that priner, you called
it the A+TrsaC.

s that how you say that?

A It's terrible, right?
It's A+TrsaC.
Q kay.
A We had no good pronunci ati on.
Q kay. A+TrsaC. That priner is

conplenentary to the sequence at the let's say,
the end of the cap sequence?

M5. CIPRIANO (bjection to form
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but I'lIl give it a shot. It's -- it's
conplenentary to -- well, let's say the broken-T
chain that was introduced. It's illustrated

earlier in the diagram The broken chain T
primer, which is introduced during first strain
CDNA synthesis at the 3' end of the transcript.
BY MR HOAGLAND- HANSON:

Q kay.

A And so the green region corresponds
to that or is conplenentary to that broken chain
T prinmer.

Q And the -- you know, based on the
way that the SMART kit works, that that broken
chain T is always found at the -- directly
adjacent to the 3' end of the transcript?

A Al ways. Every -- every transcript
has the poly-A tail, and the broken chain T
primer should anneal to every one of those. It's
possible it could al so anneal to sone ot her
regions if they have a sufficiently long stretch

of As. That's the only subtlety in ny answer to
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your questi on.

Q kay. And the broken chain T is an
artificial sequence?

A Correct.

Q In the sense that it's not found in
the cells that -- it's not found in the coral?

A Right. The broken chain T priner is

conpl enentary to the poly-A tail, and the poly-A
tail is natural. It is present in the corals.

The broken primer T is, going fromnenory, |

think it's 13 Cs, but it doesn't matter. It's --
It's a bunch of -- I'"msorry, | m sspoke.

It's a bunch of Ts. | believe it's
13 Ts that are conplenentary to that -- that

region, that poly-Atail.

So the poly-Atail is present in the
corals. The broken chain T priner is
conplenentary to it, with the exception of the
break, the Cthat's introduced in the m ddl e of
it is not conplenentary.

Q Right. And you are then targeting

that broken chain T with this A+TrsaC priner?
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1 A Yes. That's the reason for rage oL
2 including it in the reactionis to prime off of

3 t hat region.

4 Q And that broken chain T sequence is
5 not itself biologically relevant, but the

6 sequence directly upstream downstream --

7 A 5 of it.

8 Q Yeah. The sequence directly 5 of

9 that is biologically rel evant?

10 A Correct.

11 Q And, in fact, you were very

12 I nterested i n sequencing that adjacent sequence,
13 right?

14 M5. CIPRIANO (bjection to form

15 A W were interested in sequencing all
16 of the regions of the transcript. That was our
17 goal, is totry to capture all the transcripts
18 and all the parts of the transcript. And that

19 i ncl udes the -- the 3' end and just upstream or
20 5' of broken chain T.

21 M5. ClI PRIANO Counsel, | don't want
22 to interrupt you, but it's 12:45. Do you
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Page 162
want to --

MR. HOAGLAND- HANSON:  Yeah. Is this
a good tine to break for lunch, Dr. Meyer?
THE WTNESS: That's fine with ne.
(Wher eupon, a luncheon recess was
t aken.)
BY MR HOAGLAND- HANSON:

Q Dr. Meyer, | would like to go back
to Patent Omner's Exhibit 2101, the redline of
your decl arati on.

A kay.

Q And | would like to go to
par agr aph 59.

A kay. |'mthere.

Q kay. And there is subsection C
"SNP Val i dation" here.

Do you see that?

A Yes, | see that.

Q Why did you include this section in
your decl aration?

M5. CIPRIANO (Objection to form

A Thi s section expands on and adds
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some context to the section about SNP validation

in the -- in the manuscript itself. 1'd -- 1'd
be happy to wal k through the details of it with
you, but that -- | guess that was -- that was --
ny general goal with the declaration was to
expand on and provide context for the study. And
so this was one -- one section that we included
In the study, and so | expanded on it here.

BY MR HOAGLAND- HANSON:

Q Wiy did you think expanding on this
particul ar section of the study was rel evant?

M5. CIPRIANO. (bjection to form
Specul ati on.

A It -- it addresses one of the
experinmental procedures that we used. It
addresses a procedure that was using PCR and
anplifying specific targets. And so that seened
li ke a -- that seened relevant to the topics we
wer e di scussi ng.

BY MR HOAG_AND- HANSON:

Q How so?

A Vel l, we've been discussing the --
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the fine points of PCR anplification and target

specificity. And this was another place in the
manuscript that used priners to anplify targets.

Q You say here in paragraph 60, "W
used target-specific priner pairs to target and
enrich for each SNP."

Do you see that?

A | do.
Q What do you nean by "enrich"?
A Yeah. So this project -- this part

of the process, our goal was validation of the
SNPs that we had identified in our 454 sequence
dataset. We were asking the question whether
they were real -- biologically real or just sone
ki nd of error.

The way that we did that was to
devel op target-specific primer pairs flanking
each SNP. So if the SNP is in the mddle, we
desi gned priner pairs on each side of that SNP.

W would then -- we then anplified
t hose regions that contained the putative SNPs

and sequenced that pool of material using Sanger
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sequenci ng.

So you asked what do | nean by
"enrich"? Wth that context for our process, the
enrichnent that we're tal king about is you start
with a DNA tenplate, and you anplify it with
target-specific primer pairs. And your product,
the product of that PCR reaction is greatly
enriched for the target region you anplified,
relative to its initial abundance in the -- in
the tenplate m xture.

So that's -- that's what | nean by
"enrich" is anplify that specific region.

Q Is there a threshold of -- well, is
there a quantitative threshold that the anount of
a particular sequence needs to be increased to be
enriched, in your view?

M5. CIPRIANO (bjection to form

A | think you're asking quantitatively
how much woul d you have to increase the abundance
of the sequence in order for that to be fairly
described as enriched. |Is that a fair...

BY MR HOAGLAND- HANSON.
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1 Q Sure. Do you have a -- such a rage %
2 threshold in m nd?

3 A | don't -- | don't have a nunber in
4 m nd, no.

5 Q If | create one nore copy of the

6 sequence than woul d otherw se be there, have |

7 enriched for that sequence?

8 A It seens that you coul d argue that

9 I f you had sufficient evidence that you truly had
10 I ncreased it by one copy nunber. But | think

11 that may be kind of a -- kind of an artificial

12 exanple to start with -- in -- in PCR Ilike this,
13 you -- in these particular PCRs, where we were

14 anplifying the regions containing punitive SNPs,
15 we used a |l arge nunber of PCR cycl es.

16 And just to give you an illustration
17 of why that matters, if you use 20 PCR cycl es,

18 the target should be enriched by about 1

19 mllion-fold.

20 So that's -- that's far -- far nore
21 than the artificial exanple of sort of one extra

22 copy nunber. This was a very large enrichnent,
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quantitatively, in the -- the anmount of product.

Q Yeah. You know, in these reactions,
you have nore than one set of prinmer pairs,
right?

A No. Each one of these reactions was
a single primer pair. So a separate reaction was

used for up to --

Q kay.

A -- to anplify and sequence each of
t hese SNPs.

Q kay. It's possible to do PCRwth

multiple different priners, right?

A That is -- that's -- that's correct.
Peopl e describe that as nultiplex PCR It is
possi bl e, although frequently you run into
chal | enges where they interfere with each ot her
or -- the prinmer fromone pair and the priner
from anot her pair cone together to anplify a -- a
target you weren't intending.

And so because of those kind of

conplexities, we didn't do any kind of multiplex

PCR. W did the typical ol d-fashioned
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one-target-at-at-tinme PCR
Q In -- in your work with NGS
sequenci ng over the last 20 years --
A Uh- huh.
Q -- you're -- you've run multiplex

PCR reactions, right?

M5. ClPRIANO (Objection. Scope.

A So nost of our -- nost of our

| i brary preparation procedures -- so you -- you
di scussed next-gen sequencing just a nonent ago.
You said in your work with next-gen sequenci ng.

Most of our next-gen sequencing
| i brary prep procedures do not use
target-specific prinmers at all. They -- they use
primers that are conplenentary to adaptors we've
added as in the protocol we're discussing here.
And so | wouldn't describe those as
target-specific.

In -- yeah, | don't -- | don't -- |
don't think |I've ever published any studies that
used nmultiplex target-specific priners.

BY MR HOAGLAND- HANSON.
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1 Q Have you ever done a nultipl ex E@%ﬁg
2 reaction in any context?

3 M5. CIPRIANG Qojection. Scope.

4 A | have. | nean, it's -- it's

5 out si de of what we're discussing here, but in --
6 in nmy own work in ny DNA-testing conpany, |'ve
7 experinmented with nmultiplexing target-specific
8 primer pairs and have found exactly what |

9 descri bed a nonent ago, that it conplicates

10 things, sonetines |leading to anplification of

11 targets you' re not interested in.

12 BY MR HOAGLAND- HANSON:

13 Q Al right.

14 A Yeah, so | have no published

15 exanples of it, but | have experinented with it a
16  little.

17 BY MR HOAGLAND- HANSON:

18 Q In a multiplex PCR reaction, it's

19 possi ble for one set of priners to be nore

20 efficient than another set, right?

21 M5. Cl PRIANO bj ection.

22 Foundat i on.
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1 A That's true. regeind
2 BY MR HOAGLAND- HANSON:

3 Q And so you mght end up with nore

4 copies of a particular fragnent as a result of

5 that, right?

6 M5. ClPRIANO Sane objection.

7 A. | think the statenent you just nade
8 Is true. | can't point to data or references

9 that woul d support it, but | think that's

10 reasonable. Different primer pairs have

11 different efficiencies.

12 BY MR HOAGLAND- HANSON:

13 Q If | do a nmultiplex PCR reaction
14 with different primer pairs, and | get nore

15 fragnments fromone set of priner pairs than

16 anot her, have | enriched for that fragnent?

17 M5. CIPRIANO (bjection. Scope.
18 A | think any PCR could be descri bed
19 as enrichnment if you wanted to use it in that way
20 because you've anplified a product, you've

21 anplified a target, such that it -- it's nore --

22 its relative frequently is higher in the product
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than it was in the initial tenplate.

Wth that said, we typically use the
term"enrichnent"” when we're tal ki ng about
produci ng libraries for DNA sequenci ng.

Typically when we're doing a standard PCR, we
just describe it as anplification.
BY MR HOAGLAND- HANSON:

Q Can we go back and | ook at the
figure that you have in paragraph 47?

A kay. |'m at paragraph 47.

Q kay. Sorry. And the -- the
figures bel ow paragraph 48.

A | see it.

Q kay. And in the PCR reaction here,
there are four priners being used?

A Correct.

Q There's B, A A+halfswitch, and
A+TrsaC that we tal ked about earlier?

A That's right.

Q Is it possible that the A+TrsaC
primer is nore efficient than the A or the B

primers?
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A Is it -- is it possible? Lackiﬁag?er?2
any information -- |acking any other information,
if | was presented with a diagramlike this, |
woul d generally say yes, it's -- given a set of

prinmers, one of themcould be nore efficient than
another priner on the extract.

Wth that said, | can't ignore what
| do know about the figure, which is that the
prinmers conplenmentary to A and B, which is to say
the red and yellow priners in the diagram |
woul d expect to be the nost efficient in this
reaction.

The reason is that they were
devel oped -- the sequence content of those
regions is specific to the 454 instrunent, and so
t hese prinmers have been devel oped and opti m zed
to be very efficient.

In contrast, the TrsaC -- the
A+TrsaC prinmer that we're discussing in this
nodi fi ed protocol, that hybridizes to a region
with a very high AT content; that is, it's

broken-T chain. And priners with such a sequence
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1 content frequently are actually |ess efficieﬁ?gJem
2 than the other priners we're discussing here.

3 So, again, in general, given a set

4 of prinmers, | would say it's possible that one is
5 nore efficient than the other; but given what |

6 know about the protocol, | don't have any reason
7 to expect that the TrsaC or halfswitch priners

8 would be the nost efficient. | expect the A and
9 B priners to be the nost efficient.

10 And |' m specul ati ng here based on

11  what | -- what | understand about the protocol.
12 | haven't -- | haven't neasured, for exanple, the

13 anneal i ng tenperatures of these prinmers, which
14 would be a relevant thing to -- to neasure.
15 Q It's possible that the At+hal fswitch

16 and A+TrsaC priners are nore efficient than the A

17 pl us B.

18 You don't know?

19 A Well, | find it unlikely, but I

20 wouldn't -- | wouldn't say it wwth any certainty
21 because |1'd say we should -- we should neasure

22 that or neke that determ nati on based on the
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Page 174
sequence content.

Q | want to tal k about the next
section of your declaration, which starts on
Roman -- page -- let nme try again.

| want to go to paragraph 62 of
Exhi bit 2101.

Ckay. |'mthere.

kay. And in this paragraph, you
say, "l understand that IDT's petition nakes
representations about our study."”

Do you see that?

A | do.

Q And you' ve edited the next sentence
fromwhat Dr. Matz had originally said.

Do you see that?

A | do.

Q And why did you revise this
sent ence?

A My reading of his phrasing seened to
inmply -- seened to suggest that he had seen these
representations made by | DT and disagreed with

t hose representations.
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1 Because | have not seen those T
2 representations, | wanted to nmake it clear in ny
3 phrasing that -- | wanted to clarify that in ny
4 phrasing, that | had not seen them | didn't

5 want to suggest that in ny phrasing. And so that
6 was the reason for this sort of change in tone

7 that | adopted.

8 Q It's fair to say that your

9 statenments in this section are based on the

10 characterization of IDI's positions that you

11 received fromyour |awers, right?

12 M5. CIPRIANO. (bjection to form

13 A That is the only information | have

14 about them yes.

15 BY MR HOAGLAND- HANSON:

16 Q Wiy didn't you ask your |awyers to
17 review what | DT actual ly sai d?

18 A As |'ve nmentioned earlier, it did
19 occur to ne fairly early in the process that

20 there was a lot of information about this

21 proceeding that | didn't have at ny di sposal.

22 | wasn't asked to reviewit, and as

www.DigitalEvidenceGroup.com Digital Evidence Group C'rt 2028 T Exhibit 1126.017505_ 535 0646
IDT, Inc. v. Tecan Genomics
IPR2025-00015 and IPR2025-00016


http://www.DigitalEvidenceGroup.com

10/10/2025 Integrated DNA Tech., Inc. vs Tecan Genomics, Inc. Eli Meyer, PhD

© 00 N o 0o b~ w NP

e
)

12
13
14
15
16
17
18
19
20
21
22

Page 176
| thought it through, it seened that if | asked

toreviewit, that would be a | ot the extra work,
and | was not sure what was notivation for that
extra work beyond curiosity.

Q You didn't want to do a nore
difficult, nore conprehensive anal ysis?

M5. CIPRIANO (Objection to form

A | hadn't been asked to it, and
| acki ng experience with proceedings like this, |
didn't see any reason for ne to ask for nore
I nf ormati on.

BY MR HOAGLAND- HANSON:

Q I n paragraph 65, you say, "I have
been i nfornmed by counsel for Tecan that this
study has been used in these proceedings to
suggest that the priners targeting the CAP priner
and broken chain T sequences (as disclosed in
Figure 1 and in Additional File 4) result
sel ective enrichnent of the end fragnents."

Do you see that?
Yes.

What did you understand sel ective
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enri chnent in that sense to nean?

A Enrichnment of those end fragnents
relative to the rest of the pool of fragnents.

Q Di d counsel provide you any
I nstructions on what the definition of selective
enrichnment is for purposes of these proceedi ng?

A No. | don't recall any definition
being provided. | think we relied on ny
under standi ng of the term

Q Wul d you agree with ne that the
word "enriched" just neans to process, so as to
add or increase the proportion of a desirable
I ngredi ent ?

M5. CIPRIANO (bjection to form

A | think a key part of the definition
shoul d be relative to sonething. So perhaps we
can add that to your definition, relative to all
of the other ingredients or sonething along those
| i nes.
BY MR HOAG_AND- HANSON:

Q How nuch of an increase relative to

the other ingredients is required?
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A | am not aware of any quantitative

threshold that's agreed upon in terns of what
constitutes enrichnent.

If the target has been enriched
relative to the other potential targets, even by
a small anount, soneone coul d describe that as an
enrichnent. | amnot aware of any, yeah,
guantitative threshold for making that
determ nati on.

Q Do you whether your library
preparati on nethod increased the nunber of 3
fragnments relative to the rest of the nRNAs, even

by a smal|l anount?

A | don't know. | don't know. \Wen
you are asking about an increase -- a difference
in the level like that, you would really need to

have replicates to evaluate whether the rel ative
frequency of the target that you obtained in this
experinment is statistically nore than you started
wi t h.

And we didn't have replicates in

this experinent. So | -- | don't that feel that
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Page 179
we have -- | don't feel that we have the data at
hand to make that determ nati on.

Q You say, "Qur goal was precisely the

opposite: to obtain data that woul d represent
all genes and all parts of all transcripts as
evenly as possible, wthout any preferences or
bi ases. "
Do you see that?
A | do.
Q Do you think it matters what your
goal was versus what actually happened?
M5. CIPRIANO. (bjection to form
A Do | think it matters? In -- in
what sense?
BY MR HOAGLAND- HANSON:
Q | don't know. You are saying your
goal was the opposite.
Did you achi eve that goal ?
A Did we achi eve that goal ?
Certainly, we produced a sequence dataset that
I ncl uded 5' ends of genes, 3' ends of genes, and

i nternal regions of genes. W produced dat aset
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that wasn't conpletely |acking in any one of

t hose three categories.

| don't -- | don't think we have the
data at hand to eval uate whether -- whether the
frequency of those fragnents in the final pool
was nore or less than it started at or nore or
| ess than the other fragnents. But | can say in
ternms of presence and absence, we achieved the
goal in termof representing all of the regions
of the -- of the genes.

Q Do you have an opi nion one way or

the other as to whether the result of your
i brary preparation nethod is an even
di stribution of genes and parts of transcripts?

M5. CIPRIANO Onojection. Scope.

A Do | have an opinion of whether it's

an even representation of the different parts?

Yes. The word "even" seens to be a
guantitative conparison, and | -- I'mnot sure on
t he nunbers that woul d support that concl usion.

Again, at the level of presence or

absence, ny opinion is that it was successful.
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We succeeded i n produci ng sequence data from

these three different regions, but I amunsure if
we have the -- if we have data that we woul d need
to make that quantitative conparison that | think
you are asking for.

BY MR HOAGLAND- HANSON:

Q Wuld it matter what your goal was
if, in fact, you increased the proportion of 3
end fragnents, let's say?

M5. CIPRIANO (bjection to form

A | had the sane question.

What do you -- what do you nean by
"would it matter?"
BY MR HOAGLAND- HANSON:

Q If you tell the world these are the
results of ny nethod, but actually, ny goal was
sonething else, right, does it matter to the
scientific community what your goal was in
eval uati ng your nethod?

M5. CIPRIANO (bjection to form

A Does it matter to the scientific

community? | guess in that scenario, both --
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both statenents would be interesting to the

scientific community, what your intention was and
what you actually achi eved.
BY MR HOAGLAND- HANSON:

Q Right. But in that scenario, your
Intentions are relevant nostly because it just
goes to show that you didn't do a very good job
of achieving your goal, right?

M5. CIPRIANO. (bjection to form

A | suppose you could spin it either
way. You're presenting a case where you achieve
in a study sonething that's different than what
your goal was. It seens to nme, both could be
I nteresting.

Certainly, there have been
scientific discoveries that were so-called
accidents that were not the intention of the
di scoverer.

Qur statenent of the goal here is
real |y about describing the reasons for the
nmet hod that we developed. It was a nethod we

devel oped in order to represent all genes and all
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Page 183
parts of those genes.
BY MR HOAGLAND- HANSON:
Q | want to | ook at paragraph 67. You

say, "We created the broken chain T-priner solely
to resolve the 'poly-A blinding" problemduring
454 sequenci ng. "

Do you see that?

A | do.

Q "The breaking of the poly-T chain in
no way i npacted the relative proportion of 3" end
fragnments that were anplified during library
preparation.”

Do you see that?

A | do.
Q What's your support for that
sent ence?
A When we're conparing two val ues |ike

this, our null hypothesis is that there's no
difference, those two val ues being the original
rel ative proportion of 3' end fragnents and the
final proportion of the 3' end fragnents.

W woul d require evidence to discard
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that null hypothesis and conclude that there had

been a change in the relative proportion, and |
don't think we have evidence to support rejecting
t hat hypothesis, so we stay with the default
hypot hesi s that there's no change.

W see the 3' end fragnents are
present in the final |ibrary, and we |ack
sufficient evidence to eval uate whether they are
present at a higher or lower level. So we |eave
it at that statenent that we can't concl ude
t hey' ve been i npact ed.

Q Does this sentence that's in
par agraph 67 appear anywhere in your manuscript?
Exhi bit 1006.

A | am not aware of that sentence
occurring in the manuscript. It seens like quite
a specific sentence about this proceeding, so |
don't believe this was taken directly fromthe
manuscri pt.

Q You tal ked about a null hypot hesis.
Does that null hypothesis that you just tal ked

about appear anywhere in Exhibit 10067
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A | don't think so. | amusing
standard terns fromscientific hypothesis
testing. | amjust trying to illustrate the

| ogic of ny statenent here that our starting
point is the assunption that these two values are
not different and then we require evidence to
di scard that hypothesis and conclude they are
different. And it's ny position that we don't
have enough evi dence to conclude that they are
different.

Q kay. And can you just point ne
today, Dr. Meyer, to anywhere in Exhibit 1006
where you say that the relative proportion of 3
end fragnents was unaffected by library
preparation?

M5. CIPRIANO (bjection to form

A That it was -- that the relative
proportion was unaffected by library preparation?
| -- 1 don't recall that statenent appearing in
the manuscript. W generally don't make explicit
statenents that sonething hasn't changed.

You generally reserve those
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statenents for when you can denonstrate that

there's been a change. Certainly, the manuscri pt
denonstrates that we produced them but the
relative proportion of them we discuss it in the
di scussion, but we certainly don't concl ude that
it's -- that the relative proportion has been

I ncreased. That's -- that's not the concl usion
that we state in the paper.

BY MR HOAGLAND- HANSON:

Q So | want to go back to that because
| understand you to be tal king about the sentence
that we tal ked about earlier on page 9 of
Exhi bit 1006.

A That's correct.

Q Right. And just so the record is
clear, what you said in your paper at the tine is
that the broken-T was found in slightly nore than
t he expectation of reads, right?

A Slightly -- yes, slightly nore than
t he expectation of 10 percent.

Q Ckay. And you didn't say this

denonstrated that our library preparation in no

www.DigitalEvidenceGroup.com Digital Evidence Group C'rt 2028 T Exhibit 1126.0186,05_ 535 0646

IDT, Inc. v. Tecan Genomics
IPR2025-00015 and IPR2025-00016


http://www.DigitalEvidenceGroup.com

10/10/2025 Integrated DNA Tech., Inc. vs Tecan Genomics, Inc. Eli Meyer, PhD

12
13
14
15
16
17
18
19
20
21
22

) ] ] Page 187
way i npacted the relative proportion of 3" end

fragnment s?

A | nmean, we -- we didn't nake that
negative statenent that it did not inpact them
The follow ng sentence really states our
conclusion, which is that the 3' ends were well
represented in our dataset.

Renmenber that the challenge we were
dealing with here was the underrepresentation of
3' ends. And so if we get enough 3' ends in the
dat aset, that denonstrates that we've overcone
that -- that underrepresentation.

So sinply that they were well
represented, that was -- that was our big
concl usi on about the 3' ends. They are well
represented in the -- in the library.

Q kay. Isn't it perfectly logical to
Interpret this as saying, you expected to get
| ess 3' ends. You got nore 3' ends, and so you
overshot it a bit.

M5. CIPRIANO (Objection to form

A So those two nunbers are certainly
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different, right? 16 percent is nore than

10 percent. The question is whether -- whether
that's a statistically significant difference
that we can be confident about the statenent that
t he observed frequency is greater than the
expected frequency.

And | think, as we've been
di scussing, there's -- there's reasons -- there's
reasons that we cannot use these data to draw
that -- or to support that concl usion.

BY MR HOAGLAND- HANSON:
Q Right. You keep saying the word
“confident."

Do you understand that it's sonehow
| egally required that we be confident that
sonet hi ng happened or didn't happen?

M5. CIPRIANO (bjection to form

A So as |'ve said, ny -- ny
under st andi ng of these | egal proceedings is
limted, but |"'mfamliar with the scientific
publication process. And the scientific

publ i cati on process invol ves peer review by
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critical readers. And those readers, those

reviewers, pay special attention to any
differences that you claim
So if you claimthat this value is
hi gher or |lower than this other value, they wl|
| ook critically at the data that you're using to
draw t hat concl usi on.
Because we did not have enough data

to make that confident determ nation that one
val ue was hi gher than the other, we don't draw
t hat conclusion. W drew the conclusion that the
3" ends are well represented, that we've
effectively overcone the underrepresentation
probl em
BY MR HOAGLAND- HANSON:

Q And you al so draw the concl usi on
t hat you observe slightly nore than your
expectation, right?

A The 16 percent value is sightly nore
than the 10 percent val ue, yes.

Q And none of the editors or reviewers

of this paper said, | have reason to think that
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your nunbers on page 9 are a bit dubious. Can

you tell nme if they're statistically significant?

A That -- that was never brought up in
review. But |I'll again draw your attention to
the conclusion that we actually stated. W did
not state that they had been enriched. W sinply
stated that they were well represented.

And | think reviewer -- the
reviewers and editors considered our data
sufficient to support our conclusion. If we had
tried to present a different conclusion, |
suspect they would have been nore critical of the
data that we were using.

Q Did your |awers tell you that
according to them every single one of the
chem stry steps that they claimin their patent
happens if you performyour l|ibrary preparation
met hod accord to additional file 4?

M5. CIPRIANO (bjection to form

And to the extent it calls for

privileged information, you can answer "yes"

or no.

www.DigitalEvidenceGroup.com Digital Evidence Group C'rt 2028 T Exhibit 1126.0190,05_537. 0646

IDT, Inc. v. Tecan Genomics
IPR2025-00015 and IPR2025-00016


http://www.DigitalEvidenceGroup.com

10/10/2025 Integrated DNA Tech., Inc. vs Tecan Genomics, Inc. Eli Meyer, PhD

© 00 N o 0o b~ w NP

e
)

12
13
14
15
16
17
18
19
20
21
22

Page 191
answer, can |

A For a "yes" or "no
hear the answer again, please?
BY MR HOAGLAND- HANSON:
Q Sur e.
Did your |awers tell you that
according to them every single one of the
chem stry steps clained in the patent happens if
you performthe library preparation nethod you
set out in additional file 4?
M5. Cl PRIANO Sane objections.
A No.
BY MR HOAGLAND- HANSON:
Q Do you think it's odd that
Dr. Bustamante doesn't say that your library
preparati on nethod does not have all of the
chem stry steps that are required by Tecan's
pat ent cl ai n®?
M5. Cl PRIANO (bj ection.
Foundat i on.
A | just -- | just lack the
I nformation to evaluate. You asked if | find it

odd. | lack the information to eval uate that. I
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don't know the steps in Tecan's patent, and |
don't know what Dr. Bustamante has said. | don't
even know who that is. So |l -- | can't eval uate

whet her that statenent is odd.
BY MR HOAGLAND- HANSON:

Q I f you go back to your decl arati on,
2101, and you go to paragraph 69.

A kay.

Q You say, "Qur library preparation
schenme, (Figure 1) uses CAP priner sequences as
anchors to strategically direct the placenent of
454 anplification and sequencing priners (A and
B)."

Do you see that?

A | do.

Q s the CAP primer -- is the CAP
primer prinmer target specific?

A So the CAP priners are attached --
I n our procedure, they're attached to all
expressed genes in the transcript. And so when
you use them for anplification, you' re anplifying

all the expressed genes.
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For that reason, | would hesitate to

describe it as target specific because | feel
that could be msleading into thinking we're
anmplifying a specific region or a specific gene.

Q s the A+TrsaC priner in additional
file 4 a target-specific primer?

A | -- | would have the sanme objection
to that phrasing. It -- it targets a region of
the transcript that's present on all expressed
genes. And so | think "target-specific" would be
a confusing termto use.

Q Does target-specific, to you, have
to be gene specific?

A No. As we discussed, it could be a
nongene region of the genone, right? It could be
an internal transcribed spacer. It could be any
nunber of nongene parts of the genone.

To ne, "target-specific" is a term
that's best used when you're discussing an
I ndi vi dual target such as an individual gene or
an individual region rather than an entire class

of genes or regions.
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1 Q So if | have a prinmer that's rage i
2 specific to sone sequence for which there's a

3 hi gh degree of honol ogy across nultiple different
4 genes, that is no longer a target-specific

5 primer?

6 A Right. Wen we -- when we encounter
7 a situation like that, we say that we found a | ot
8 of nonspecific prinmer. That's the termthat

9 often cones up in those situations, that this --
10 this primer is not annealing to a specific

11 region, but rather, it's nonspecific. It's

12 annealing to many, nany regions.

13 Q But what if ny intent is to anplify
14 a lot of different things?

15 A So then, | think would be best

16 descri bed as gene famly specific or domain

17 specific or class specific, depending on what

18 that group of entities is that you're targeting.
19 But if you call it target-specific,
20 | think many readers will interpret that as

21 meaning a single target, and that's why |

22 would -- | would restrict ny use of that term
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to -- to those cases.

Q Is it fair to say that if I'm
interested in a highly honol ogous sequence, then
i n our hypothetical, |I could have a sequence of
I nterest-specific prinmer that is not target
specific?

M5. CIPRIANO (bjection. Form

A So you're describing a
sequence-specific prinmer. You could have, for
exanple, a notif-specific priner, a notif being a
particul ar sequence region within a | onger
sequence.

| -- you could develop priners that
are specific to any group that you're interested
I n based on honol ogous sequences, |like you're
descri bing, but we're discussing how would you
descri be those, how woul d you | abel those.

And I'mtrying to clarify that
unless it was an individual target, | would
describe it using the group nanme, so
notif-specific or domai n-specific or

gene-fam | y-specific, sonething along those
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1 | i nes. raoeise
2 Q In -- in your understanding,

3 target-specific prinmer is also a question of

4 primer design where the prinmer has been designed
5 so as to be specific for a single thing; is that
6 fair?

7 A Yeah, that's fair. Wen you're

8 designing a prinmer, you want to make it specific
9 so it binds only to what you want it to bind to
10 and not the other things.

11 Q And in your view, to be target

12 specific, the thing that is designed to bind to
13 has to be a single gene?

14 A Yes. | think that's the -- the

15 clearest way to use the term"target specific."”
16 Q Coul d you have sonet hing target

17 specific to an artificial sequence?

18 A Yes, you coul d.

19 Q But it would have to be an

20 artificial sequence that only appears in a

21 defined | ocation?

22 A O that -- or that only occurs once
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regardl ess of location. |t doesn't have been

| ocati on specific.

Q | want to go to paragraph 74 of
Exhi bit 2101.

A kay.

Q I n paragraph 74, on the first
sentence, you wite, "As | explained above, the
prediction of the expected fraction of 3 end
fragnents (10% is an approximtion, and 16%is
well within the limts of its uncertainty."”

Do you see that?

A | do.

Q Do you provide those limts of
uncertainty anywhere in your paper, Exhibit 10067

A No.

MR. HOAGLAND- HANSON:  Way don't we
take a qui ck break.

THE W TNESS: Ckay.

(Whereupon, a brief recess was
t aken.)

MR, HOAGLAND- HANSON: W have no

further questions for Dr. Meyer.
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1 Thank you very much for your tine. rage i
2 M5. CIPRIANO And | don't have any
3 guestions for Dr. Meyer, so thank you.

4 COURT REPORTER  Rough and 2-day?
5 MR, HOAGLAND- HANSON: Yes.

6 M5. Cl PRI ANO. Rough and regul ar
7 delivery.

8 (Tinme noted: 2:22 p.m)

9

10

11

12

13

14

15

16

17

18

19

20

21

22
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1 CERTI FI CATE OF SHORTHAND REPORTER NOTARY PUBLI C
2 |, Monique Cabrera, the Oficer
3 bef ore whom t he foregoi ng deposition was
4 taken, do hereby certify that the foregoing
5 transcript is a true and correct record of
6 the testinony given; that said testinony was
7 taken by ne stenographically and thereafter/
8 reduced to typewriting under ny direction;
9 and that | am neither counsel for, related
10 to, nor enployed by any of the parties to
11 this case and have no interest, financial O
12 otherw se, in its outcone.
13 | N WTNESS WHERECF, | have hereunto
14 set ny hand this 10th day of QOctober, 2025.
15
17 gyng
18 MONI QUE CABRERA

Notary Public in and for
19 The State of New York

County of Suffolk
20 My Comm ssion No. 01CA6043156

Expires: 06/12/ 2026
21
22
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1 Case: Integrated DNA Tech., Inc. vs Tecan Genonics, Inc.

2 Wtness Nane:  Eli Meyer, PhD
3  Deposition Date: 10/10/2025

6 Please be advised that the transcript in the above

7 referenced matter is now conplete and ready for signature.
8 The deponent may cone to this office to sign the transcript,
9 a copy may be purchased for the witness to review and sign,
10 or the deponent and/or counsel may waive the option of

11 signing. Please advise us of the option selected.

12 Please forward the errata sheet and the original signed

13 signature page to counsel noticing the deposition, noting the
14 applicable time period allowed for such by the governing

15 Rules of Procedure. If you have any questions, please do

16 not hesitate to call our office at (202)-232-0646.

17

18  Sincerely,

19 Digital Evidence Goup

20  Copyright 2025 Digital Evidence G oup

21 Copying is forbidden, including electronically, absent

22 express witten consent.
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1 Digital Evidence Goup, L.L.C

1730 M Street, NW Suite 812
2 Washington, D.C. 20036
(202) 232-0646
4 S| GNATURE PAGE
5 Case: Integrated DNA Tech., Inc. vs Tecan Genomcs, |nc.
6 Wtness Nane: Eli Meyer, PhD
7 Deposition Date: 10/10/2025
8 | do hereby acknow edge that | have read
9 and exam ned the foregoing pages
10 of the transcript of my deposition and that:
11 (Check appropriate box):
12 ( ) The same is a true, correct and
13  conplete transcription of the answers given by
14 me to the questions therein recorded.
15 () Except for the changes noted in the
16 attached Errata Sheet, the same is a true,
17 correct and conplete transcription of the
18 answers given by nme to the questions therein

19 recor ded.

20

DATE W TNESS SI GNATURE
21
22 DATE NOTARY
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1 Errata Sheet ragees
2 NAME OF CASE Integrated DNA Tech., Inc. vs Tecan Genomcs, Inc.
3 DATE OF DEPOSITION. 10/ 10/ 2025

4 NAME OF W TNESS: Eli Meyer, PhD

5 Reason Codes: 1. To clarify the record.

6 2. To conformto the facts.

7 3. To correct transcription errors.
8 Page  Line  Reason

9 From to

10 Page  Line _ Reason

11 From to

12 Page ~ Line _ Reason

13 From to

14 Page _ Line __ Reason

15  From to

16 Page  Line _ Reason

17 From to

18 Page  Line _ Reason

19  From to

20

21

22 ELI MEYER PHD
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