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EDUCATION
2003 Ph.D., Chemical Engineering University of Delaware

Dissertation: “Fundamentals and applications of nanoparticle interactions and self-assembly”
Advisors: Abraham M. Lenhoff and Stanley I. Sandler

1998 B.S., Chemical Engineering University of Maine
Co-Valedictorian

PROFESSIONAL EXPERIENCE
2017-present Albert M. Mattocks (Endowed) Professor
University of Michigan, Departments of Pharmaceutical Sciences, Chemical Engineering
and Biomedical Engineering, Biointerfaces Institute

2024 (Jan-Mar) Visiting Professor
Washington University School of Medicine in St. Louis, Dept. of Neurology
Host: David Holtzman

2016-2017 Richard Baruch M.D. Career Development (Endowed) Professor
Rensselaer Polytechnic Institute, Department of Chemical & Biological Engineering, Center
for Biotechnology & Interdisciplinary Studies

2014-2016 Richard Baruch M.D. Career Development (Endowed) Associate Professor
Rensselaer Polytechnic Institute, Department of Chemical & Biological Engineering, Center
for Biotechnology & Interdisciplinary Studies

2014-2015 Alexander von Humboldt Fellow
Max Planck Institute of Biochemistry (Martinsried, Germany)
Host: F. Ulrich Hartl

2013-2014 Associate Professor
Rensselaer Polytechnic Institute, Department of Chemical & Biological Engineering, Center
for Biotechnology & Interdisciplinary Studies
*granted early tenure (December 2012, promotion effective July 2013)

2007-2013 Assistant Professor
Rensselaer Polytechnic Institute, Department of Chemical & Biological Engineering, Center
for Biotechnology & Interdisciplinary Studies

2003-2007 American Cancer Society Postdoctoral Fellow
Whitehead Institute for Biomedical Research (MIT)
Advisor: Susan Lindquist

ACADEMIC HONORS

2018 Fellow, American Institute for Medical and Biological Engineering

2016 Young Investigator Award, Biochemical Engineering Journal (Dublin, Ireland)

2015 Invited participant, USA National Academy of Engineering Frontiers of Engineering
Symposium

2015 Young Investigator Award, Division of Biochemical Technology, American Chemical
Society

2014 Young Scientist Award, World Economic Forum (Tianjin, China)

2014-2015 Alexander von Humboldt Fellowship for Experienced Researchers
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National Science Foundation CAREER Award

Pew Scholar Award in Biomedical Sciences

Rensselaer Dept. of Chemical & Biological Engineering Teaching Award
Rensselaer School of Engineering Teaching Excellence Award

Rensselaer Early Career Award

Rensselaer School of Engineering Research Excellence Award

Allan P. Colburn Lectureship, Univ. of Delaware

American Cancer Society Postdoctoral Fellowship

National Institutes of Health Postdoctoral Fellowship (declined)

W.H. Peterson Award, Best Student Presentation (BIOT), ACS National Meeting
First Place, Colorado Protein Stability Conference Poster Session

Teaching Fellow, Dept. of Chemical Eng., Univ. of Delaware

Pigford Teaching Assistant Award, Dept. of Chemical Eng., Univ. of Delaware
Semi-Finalist, Discover Magazine Award for Technological Innovation

NASA Graduate Fellowship

Co-Valedictorian, Univ. of Maine
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Novo Nordisk (Apr 15)
Johns Hopkins University, Dept. of Chemical & Biomolecular Eng. (Apr 8)
Genentech, Antibody Engineering (Jan 13-14)

Michigan State University, Dept. of Chemical Engineering & Materials Science (Sept 3)
American Association of Pharmaceutical Scientists (AAPS) Webinar (Aug 13)
Patheon (ThermoFisher), Princeton, NJ (Feb 13)

McGill University, Depart. of Pharmacology & Therapeutics, Montreal, Canada (Oct 25)
University of Kansas, Dept. of Pharmaceutical Chemistry (Oct 15)

Amgen, Thousand Oaks, CA (May 9)

New York University, Dept. of Chemical & Biomolecular Engineering (Apr 26)

Pfizer, Cambridge, MA (Feb 28)

Boehringer Ingelheim, Ridgefield, CT (Dec 7)

University of Colorado, Boulder (Oct 18)

Iowa State University, Department of Chemical & Biological Engineering (Sept 6)
Roche Diagnostics, Penzberg, Germany (Aug 22)

University of Natural Resources and Life Sciences, Vienna, Austria (Aug 20)
Bayer HealthCare, Wuppertal, Germany (Aug 15)

Adimab, Lebanon, NH (Jul 16)

University of Washington, Dept. of Bioengineering (Apr 19)

Texas A&M, Department of Biochemistry & Biophysics (Feb 28)

University of California, Santa Barbara, Dept. of Chemical Engineering (Apr 20)
Sanofi, Framingham, MA (Apr 11)
Univ. of Michigan, Dept. of Chemical Engineering (Jan 31)

Univ. of Michigan, Dept. of Department of Pharmaceutical Sciences (Nov 2)

Univ. of North Carolina, Charlotte, Dept. of Chemistry (Oct 27)

Imperial College, Department of Chemical Engineering, London, England (Oct 21)
Bayer HealthCare, Wuppertal, Germany (Jul 11)

University of Zurich, Dept. of Biochemistry, Switzerland (Jul 6)

University of Pennsylvania, Dept. of Chemical & Biomolecular Engineering (Apr 20)
Genor BioPharma, Shanghai, China (Apr 13)

Pfizer, Cambridge, MA (Feb 25)

Regeneron Pharmaceuticals, Tarrytown, NY (Jan 29)

GRANTS (12 active grants, 59 grants to Tessier lab totaling >$15M since 2008)

AWARDS RECEIVED BY LAB MEMBERS

Postdoctoral associates

NIH F32 Postdoctoral Fellowship, Charles Starr, 2018
NIH F32 Postdoctoral Fellowship, John Schardt, 2020
NIH T32 Postdoctoral Fellowship, Michael Lucas, 2021

Graduate students

NSF Graduate Fellowship, Kathryn Tiller, 2011

NSF Graduate Fellowship, Mark Julian, 2012

NSF Graduate Fellowship, Lilia Rabia, 2013

W.H. Peterson Award for Best Student Oral Presentation, Division of Biochemical Technology,
American Chemical Society National Meeting, Joseph Perchiacca, 2013

W.H. Peterson Award for Best Student Poster Presentation, Division of Biochemical Technology,
American Chemical Society National Meeting, Shantanu Sule, 2013

NSF Graduate Fellowship, Matthew Smith, 2019

NIH Cellular Biotechnology (T32) Training Fellowship, Lina Wu, 2019

NIH Pharmacological Sciences (T32) Training Fellowship, Emily Makowski, 2021
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e University of Michigan Rackham Predoctoral Fellowship, Emily Makowski, 2022
e  University of Michigan Rackham Predoctoral Fellowship, Jennifer Zupancic, 2022
Undergraduate students
NSF Graduate Fellowship, Evan Day (to attend UPenn, now at University of Virginia), 2014
NSF Graduate Fellowship, Malaney Young (to attend the University of Minnesota), 2017
NSF Graduate Fellowship, Daniel Wackelin (to attend CalTech), 2018
NSF Graduate Fellowship, Ryen O’Meara, (to attend CalTech) 2021

SYNERGISTIC ACTIVITIES
Co-chair, Division of Biochemical Technology Meeting (San Diego), American Chemical Society (Mar 2016)

Co-chair, 7" International Conference on Biomolecular Engineering, Society of Biological Engineering (Jan
2017)

Vice-chair, 2™ Gordon Research Conference on Biotherapeutics and Vaccines Development (Mar 2022)
Co-chair, 3" Gordon Research Conference on Biotherapeutics and Vaccines Development (Mar 2024)
Session chair, Frontiers in Engineering, US National Academy of Engineering, Irvine, CA, 2016
Membership Chair, Division of Biochemical Technology, American Chemical Society, 2009-2013
Editorial Board Member, Journal of Biological Chemistry, 2013-2018

Review Editor, Frontiers in Molecular Biosciences, 2014-present

National Science Foundation Panelist, 2008-present

National Institutes of Health Panelist, 2015-present

New Visions Math, Engineering, Science and Technology Instructor (for high school seniors), 2009-2013



