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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 3 (Query) and BHA

(Shjct)
NW Score Identities Positives Gaps
2204 416/447(93%) 421/447(94%) 16/447(3%)

Query 1  LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
323 = TR 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R o o 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
Y 0 T o e I 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R o o e 1 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
80 5 T o L 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbject 299 ..... SWENT.TKE. .QAIKE..D.T....cs it iieieinirasnnsanssnnns 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
Y 0 T o 1 418

Query 421 DVCIADGVCIDAFLKPPMETEEPQIFY 447
Sbjct 419 ... .iiiiieiimmmm e 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 32 (Query) and
BHA (Sbjct)

NW Score Identities Positives Gaps
2199 413/433(95%) 418/433(96%) 5/433(1%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 T s a s araraaaaaaarasaaeaa et 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R o o 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
R o o o I 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R o o o I 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o o 1 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T.. ittt tnnrtsaransnsnassasnnsans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R o o 1 418
Query 421 DVCIADGVCI--- 430
Sbjct 419 .......... DAF 431

1
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 33 (Query) and

BHA (Sbjt)
NW Score Identities Positives Gaps
2206 414/433(96%) 419/433(96%) 4/433(0%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 T s s s aararsararaaEaaraas et e 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
Y o ol e 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 188@
0T o o e I I 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R0 o T o L 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o ol e 1 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbject 299 ..... SWENT.TKE. .QAIKE..D.T.. it iiiinrinnssnnnssnnssanass 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
Y o ol e 1 418
Query 421 DVCIADGVCID-- 431
Sbjct 419 ........... AF 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 34 (Query) and

BHA (Shjt)
NW Score Identities Positives Gaps
2211 415/433(96%) 420/433(96%) 3/433(0%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 T 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
o o o 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
5 T o e 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
5 T o e 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
Y T o e . 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE..D.T.... ...ttt i i i iistsanaanans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
RS o o e 3 418
Query 421 DVCIADGVCIDA- 432
Sbjct 419 ............ F 431

Petitioner Merck, Ex. 1245, p. 3
Merck Sharp & Dohme LLC v. Halozyme Inc.
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 35 (Query) and
BHA (Shjt)

NW Score Identities Positives Gaps
2229 416/433(96%) 421/433(97%) 2/433(0%)

Query 1  LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
33 =% 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVYDNLGMAVIDWEEWRPTWA 120
L o 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180@
5 0 T o 5 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
RS o o L 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 3@0
R o T o 1 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T.....iiiier ittt i ieasan s 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
LS o o 0 418

Query 421 DVCIADGVCIDAF 433
Sbjct 419 .. .....iia.. 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 36 (Query) and
BHA (Shjt)

NW Score Identities Positives Gaps

2217 416/434(96%) 421/434(97%) 3/434(0%)

Query 1  LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
33 =% e 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPYDNLGMAVIDWEEWRPTWA 120
R 0 . 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVYETIKLGKLLRPNHL 180
0 0 o 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
oY 0 o e L 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
A0 0 o . 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE..QAIKE..D.T.. ... vttt ittt snsarsananns 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R0 0 o e 1 418

Query 421 DVCIADGVCIDAFL 434
Sbjct 419 ............. - 431

Petitioner Merck, Ex. 1245, p. 4
Merck Sharp & Dohme LLC v. Halozyme Inc.
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 37 (Query) and

BHA (Sbjt)
NW Score Identities Positives Gaps
2216 416/435(96%) 421/435(96%) 4/435(0%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 i aa s a s aasaEaasaraaaaaa s aaEas et 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
oY o 118
Query 121 RNWKPKDVYKNRSIELVQQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
oY o T o I 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 248
oY 3 T e 1 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
Y 0 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T. ..ttt ittt iiannarsnrasnsnnnnnnsans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAYV 420
R o o e 1. 418
Query 421 DVCIADGVCIDAFLK 435
Sbject 419 ............. -- 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 38 (Query) and

BHA (Shjt)
NW Score Identities Positives Gaps
2215 416/436(95%) 421/436(96%) 5/436(1%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 S i sararaaaaarassaraaaararartaarata et At e s 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
A0 o o o 118
Query 121 RNWKPKDVYKNRSIELVQQQNVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
oY 0 o et I e 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
AT o Ty o ot 1 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
oY 0 o e L e 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbject 299 ..... SWENT.TKE. .QAIKE. .D.T. . ueiiinitnsnnrasassasnssnrannsns 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
A0 o o o 1= 418
Query 421 DVCIADGVCIDAFLKP 436
Sbjct 419 ............. --- 431

Petitioner Merck, Ex. 1245, p. 5
Merck Sharp & Dohme LLC v. Halozyme Inc.
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 39 (Query) and
BHA (Shjt)

NW Score Identities Positives Gaps
2214 416/437(95%) 421/437(96%) 6/437(1%)

Query 1  LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
33 = 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLODHLDKAKKDITFYMPYDNLGMAVIDWEEWRPTWA 120
T 1 o Y 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
A 0 T o e P 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
A 0 T o e L 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R0 T o 1 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjet 299 ..... SWENT.TKE. .QAIKE. .D.T. .. ittt it ieassasnanans 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R 0 o e 0 418

Query 421 DVCIADGVCIDAFLKPP 437
Sbjct 419 ............. ---- 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 40 (Query) and

BHA (Shjt)
NW Score Identities Positives Gaps
2213 416/438(95%) 421/438(96%) 7/438(1%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 e ettt ettt e e 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
Y o o 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
Y o 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R o ol e 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
Y o o . 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 36@
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T..iuen ittt sttt sannannns 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAYV 420
LY o o 1 418

Query 421 DVCIADGVCIDAFLKPPM 438
Sbjct 419 ........ .. i 0=m=-- 431

Petitioner Merck, Ex. 1245, p. 6
Merck Sharp & Dohme LLC v. Halozyme Inc.
[PR2026-00313
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 41 (Query) and
BHA (Sbjt)

NW Score Identities Paositives Gaps

2212 416/439(95%) 421/439(95%) 8/439(1%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSE FCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 e ettt teeacteiacteneeteneateneeteatetaatataatennatanatean 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
AT o o 3 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
Y 0 o I 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
AT o o 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSODELVYTFGETVALGASG 3080
Y 0 o L 1 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE..QAIKE..D.T.... it iiriinnrrnnnnassnsnansasnns 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAV 420
Y 0 o L 418

Query 421 DVCIADGVCIDAFLKPPME 439
Sbjct 419 ... .eiiimmmm-- 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 42 (Query) and

BHA (Shijt)
NW Score Identities Positives Gaps
2211 416/440(95%) 421/440(95%) 9/440(2%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 S ke a o r s e e aaE st E A aE e 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R0 o o Y 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
A0 0 T I 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
1 o o e . 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R0 o o e . 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE..D.T.. ... ittt iiiitiannnnasnnassss 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
1 o e . 418
Query 421 DVCIADGVCIDAFLKPPMET 440
Sbjct 419 .......iiiiimmmmm-- 431
6

Petitioner Merck, Ex. 1245, p. 7
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 43 (Query) and

BHA (Sbjt)

NW Score Identities Positives Gaps

2210 416/441(94%) 421/441(95%) 10/441(2%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 e i s e asssaamsaaamassamsassaamsaEsamsatnaansannnnn s 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R o o 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
R T o o I 5 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R0 o o 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
o o o L 298
Query 301 TIVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGYCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T. ... iiii ittt iias s annnnnns 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 4206
R o o L 418
Query 421 DVCIADGVCIDAFLKPPMETE 441

Sbjct 419 .......... ... ------- 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 44 (Query) and

BHA (Shjt)
NW Score Identities Positives Gaps

2209 416/442(94%) 421/442(95%) 11/442(2%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60

Sbjct 1 e i i s e mEsasaEsssasssaamsaaamsssemsassatesnst s an 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
0 0 ol 118
Query 121 RNWKPKDVYKNRSIELVQQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
R0 o o 1 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R o o I 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 3600
oY 0 o o L 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE..D.T.. ... ittt it i i iinsnanarraen 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
oY 0 o L 418
Query 421 DVCIADGVCIDAFLKPPMETEE 442

Sbjct 419 ...... .. .. i immmmmmmmn 431

7
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 45 (Query) and
BHA (Sbjt)

NW Score Identities Positives Gaps

2208 416/443(94%) 421/443(95%) 12/443(2%)

Query 1  LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
33 =% S 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R0 0 o L 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 186
R0 0 o I 5 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R o 1 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o o L 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE..D.T.. .t annnrosnsnsnsssasannanns 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
Shct 359 i i s e 418

Query 421 DVCIADGVCIDAFLKPPMETEEP 443
Sbjct 419 ......... ... ======—aan 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 46 (Query) and
BHA (Shjt)

NW Score Identities Positives Gaps
2207 416/444(94%) 421/444(94%) 13/444(2%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 68
Sbjct 1 e i m s emmEamsaEsasaaassassasessassmsassmsmsensansannaannanns 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R0 0 o 118
Query 121 RNWKPKDVYKNRSIELVQQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
R0 0 o 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
1 o s 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o e . 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYITNVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T. .. i is ittt i sttt snassannns 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R0 0 o 0 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQ 444
Sbjct 419 ... ... i 431

8

Petitioner Merck, Ex. 1245, p. 9
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 47 (Query) and
BHA (Shjt)

NW Score Identities Positives Gaps
2206 416/445(93%) 421/445(94%) 14/445(3%)

Query 1  LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
3 = S T 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
0 0 o 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 186
R 0 o e I 5 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 246
R o 1 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o o L 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T.. it iiiriarnrrannnnansssnnnssnss 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R 0 o 1 418

Query 421 DVCIADGVCIDAFLKPPMETEEPQI 445
Sbjct 419 ........... . 0 mmmmmmmmmm- 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 48 (Query) and
BHA (Shjt)

NW Score Identities Positives Gaps
2205 416/446(93%) 421/446(94%) 15/446(3%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 S it e s amsasaEasasasssasasssasasassasesnstaanesaananenunnnnn 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPYDNLGMAVIDWEEWRPTWA 120
R o T o 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
£ o T o I 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
Lo 1 T = 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R0 1 T e L 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbject 299 ..... SWENT.TKE..QATIKE. .D.T.. ..ttt rnnnrrnnnssnnnsnasnnrans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAV 420
1 1 o e T 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIF 446
Sbjet 419 ......... . . mmmmmmmmmmmm- 431
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 49 (Query) and

BHA (Sbjt)

NW Score Identities Positives Gaps

2203 416/448(93%) 421/448(93%) 17/448(3%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 608
Sbjct 1 e it satsamsamEsasastasssatsaatassasaasuat ettt 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 128
] T o e 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
o 0 o 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R0 0 e L 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
] T o e 1. 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNKWNSS 36@
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T. ..ttt nrennannssassssnssasasnans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAV 420
R0 0 o 1 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYN 448

Sbjct 419 ....... .. . i mmmmmmmmm—eeaes 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 50 (Query) and

BHA (Shjt)
NW Score Identities Positives Gaps
2202 416/449(93%) 421/449(93%) 18/449(4%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 S ki aa s aaa s s e e E s aEa s aaa e 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
] o o w0 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
Y o o I 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
Y o o 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
o o L L 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T. .. .it ittt i i i it nsnannanans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
Y o o 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYNA 4495
Sbjct 419 ...... .. i 431

Petitioner Merck, Ex. 1245, p. 11
Merck Sharp & Dohme LLC v. Halozyme Inc.
[PR2026-00313
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 51 (Query) and
BHA (Sbjt)
NW Score Identities Positives Gaps

2201 416/450(92%) 421/450(93%) 19/450(4%)

Query 1  LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
33 =% e 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R0 0 o 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 186
5T 0 o I 5 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R0 o . 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o o L 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE..D.T.. .t annnrosnsnsnsssasannanns 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
AT 0 o e 1 418

Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYNAS 450
Sbjct 419 ......... ... ===mmmmmmm————eee 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 52 (Query) and

BHA (Shjt)

NW Score Identities Positives Gaps

2200 416/451(92%) 421/451(93%) 20/451(4%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 6@
Sbjct 1 R T 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R 0 T o o 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 188
oY o o o 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
1 By T o e . 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 3080
R0 o o e 1 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T. ...ttt iiirnsnsrsnsnssnsansans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R0 o o 1 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYNASP 451

Sbjct 419 ..., i 431
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5833

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 53 (Query) and

BHA (Sbjt)

NW Score Identities Positives Gaps

2199 416/452(92%) 421/452(93%) 21/452(4%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 e i s aaraaaaaaasaraaraaaraaa e e 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
o T 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 186
L0 0 T I 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R T o o 1 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R0 1 o 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T.. ..ttt iiiiiiiininsrsnsnssnsannans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAV 420
R T o e 1 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYNASPS 452

Sbjct 419 ... ... immmm e 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 54 (Query) and

BHA (Shjt)

NW Score Identities Positives Gaps

2198 416/453(92%) 421/453(92%) 22/453(4%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 e i s asasessamsasssatsassasasesasnsansaancan e n s 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
o o o o 118
Query 121 RNWKPKDVYKNRSIELVQQQNVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 186
R o T o o 5 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R o o 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 308
] o w1 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNKWNSS 360
Sbjct 299 ..... SWENT.TKE..QAIKE..D.T. .. vsuriiii ittt tsnnsnassonnns 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 428
R0 0 o 1 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYNASPST 453

Sbjct 419 ..., .. iimmmmm e 431

Petitioner Merck, Ex. 1245, p. 13
Merck Sharp & Dohme LLC v. Halozyme Inc.
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Case 2:25-cv-03179-ES-JRA  Document 5-11  Filed 04/28/25 Page 16 of 169 PagelD:
5834

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 55 (Query) and

BHA (Sbjt).
NW Score Identities Positives Gaps
2197 416/454(92%) 421/454(92%) 23/454(5%)

Query 1  LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
33 =% T 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
80 0 o 118

Query 121 RNWKPKDVYKNRSIELVQQONVOQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 188©
R 0 T o I 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 248
0 0 T o e L 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 3080
R0 0 o e 298

Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNKWNSS 360
Sbjct 299 ..... SWENT.TKE..QAIKE. .D.T... i ssiiiriantnsanassansssanssnans 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R 0 o e 1 418

Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYNASPSTL 454
Shjct 419 ............i;mmmmmm oo 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 56 (Query) and
BHA (Sbjt)

NW Score Identities Positives Gaps
2196 416/455(91%) 421/455(92%) 24/455(5%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 mm e e s e saasassasssaassassaassamsamssatsantanennne ey 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
Y o o . 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 186
o o o o 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 248
R0 o o o L 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 308
R0 o o . 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE..D.T.. ... .ttt it iiisnnnasnanans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
1 T o e L 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYNASPSTLS 455
Sbjct 419 ... iiiiiiiiammmmmm e 431
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 57 (Query) and

Page 17 of 169 PagelD:

BHA (Sbjt)
NW Score Identities Positives Gaps
2195 416/456(91%) 421/456(92%) 25/456(5%)
Query 1 LNFRAPPVIPNVPFLIWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 e h s e aassamssasssesaamsasmEassantatsasanansa st nnnnnn 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
Y o o 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 186
Y T o w0 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
£ o o 1 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
Y o o L 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE..QAIKE..D.T...cursiivrnnnrransnnnsnssssnssnns 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R o o 1 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYNASPSTLSA 456
Sbjct 419 ..., . s e 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 58 (Query) and

BHA (Shjt)
NW Score Identities Positives Gaps
2194 416/457(91%) 421/457(92%) 26/457(5%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 R T 58
Query 61 LGYYPYIDSITGVTYNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
Y 0 o 118
Query 121 RNWKPKDVYKNRSIELVQQQNVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
Y 0 o e I 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
Y o o L 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
1] T o e 298
Query 301 IVIWGTLSIMRSMKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE..D.T.. ..t iienriniirinnnnssnssnanassass 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
] T o e . 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFYNASPSTLSAT 457
Sbjet 419 ..... .. cii s mmmmmmm e en 431

Petitioner Merck,

Ex. 1245, p. 15

Merck Sharp & Dohme LLC v. Halozyme Inc.

IPR2026-00313



Case 2:25-cv-03179-ES-JRA  Document 5-11  Filed 04/28/25 Page 18 of 169 PagelD:
5836

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 591 (Query) and

BHA (Sbjt)
NW Score Identities Positives Gaps
2204 416/447(93%) 421/447(94%) 16/447(3%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSE FCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 e e ettt eaa et aa e e e 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
Y 0 o 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
Y 0 o e I 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
Y o e L 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
Y o e 1 298

Query 301 IVIWGTLSIMRSAKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T.. ..ttt it it i i ainansanans 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
Y 0 o e 0 418

Query 421 DVCIADGVCIDAFLKPPMETEEPQIFY 447
Sbjct 419 ......iiiiiiammmmmmmmmmamen 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 592 (Query) and
BHA (Shjt)

NW Score Identities Positives Gaps
2203 416/447(93%) 421/447(94%) 16/447(3%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 e e e aama s et araaaaraaaara ety 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R 0 o e 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 186
Y o T o I 1 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R0 o o 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o o L e 298
Query 301 IVIWGTLSIMRSGKSCLLLDNYMETILNPYITNVTLAAKMCSQVLCQEQGVCIRKNKWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T.. ...t iiiii i st ananannans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R0 o o L 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFY 447
Sbjct 419 ... ... iiammmmmmm e 431
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Case 2:25-cv-03179-ES-JRA  Document 5-11  Filed 04/28/25 Page 19 of 169 PagelD:
5837

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 593 (Query) and

BHA (Sbjt)
NW Score Identities Positives Gaps
2204 416/447(93%) 421/447(94%) 16/447(3%)

Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Shjct 1 e e e e e, 58

Query 61 LGYYPYIDSITGVTYNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R o e 118

Query 121 RNWKPKDVYKNRSIELVQQQNVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
R o o 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
Y o o L 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o o . 298

Query 301 TIVIWGTLSIMRSHKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbject 299 ..... SWENT.TKE. .QAIKE..D.T..iiuieruininnirnnsrssarasnanansnns 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R o o 1 418

Query 421 DVCIADGVCIDAFLKPPMETEEPQIFY 447
Sbjct 419 ... . ... il mmmmmmmmeeaaas 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 594 (Query) and
BHA (Sbjt)

NW Score Identities Positives Gaps
2210 417/447(93%) 422/447(94%) 16/447(3%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 T 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPYDNLGMAVIDWEEWRPTWA 120
T o o e 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 186
85 o o e 0 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
Y o T 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
Y o T o . 298
Query 301 IVIWGTLSIMRSKKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNKWNSS 360
Sbjct 299 ..... SWENT.T.E..QAIKE..D.T.. .ot iirnsirearansasnssnsnssnns 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
Y o T o 1 418
Query 421 DVCIADGYCIDAFLKPPMETEEPQIFY 447
Sbjct 419 ......iiiiiiimmmmmmmmmemeen 431
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 595 (Query) and

5838

BHA (Shjt)
NW Score Identities Positives Gaps
2204 416/447(93%) 421/447(94%) 16/447(3%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 T i aa s s aaaaaaaraaaaaaaaaasaaa ittt 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R o T o 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 18@
R o T o I 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
R o T o 4 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o T o L 1 298
Query 301 IVIWGTLSIMRSPKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE..D.T....stiiini it iinenarnssannnsans 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
L0 1 e e 1.0 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFY 447
Sbjet 419 ... ... - mmmmmmmm e 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 596 (Query) and

BHA (Shijt)
NW Score Identities Positives Gaps
2207 416/447(93%) 422/447(94%) 16/447(3%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbjct 1 e T 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R 0 o e 118
Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
L0 o o et 5 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
L 1 L 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o o o 1 298
Query 301 IVIWGTLSIMRSRKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE. .D.T. ..ottt iiiiiasassanssrsannnnns 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
R o o 0 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFY 447
Sbjct 419 ... s mmm e 431
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Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 597 (Query) and
BHA (Sbjt)

NW Score Identities Positives Gaps

2204 416/447(93%) 421/447(94%) 16/447(3%)

Query 1  LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
3P =5 S 58

Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPYDNLGMAVIDWEEWRPTWA 120
T 0 o e 118

Query 121 RNWKPKDVYKNRSIELVQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
R 0 o e 1 178

Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
Y £ o L 238

Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
SbJCt 230 i i i i it st s e 298

Query 301 IVIWGTLSIMRSTKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNWNSS 360
Sbjet 299 ..... SWENT.TKE. .QAIKE. .D.T. ...ttt iiiiiiissnanssnnnsnnns 358

Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAY 420
Y 0 o e 1 418

Query 421 DVCIADGVCIDAFLKPPMETEEPQIFY 447
Sbjct 419 ........ ... mmmmmmmmmmmmes 431

Needleman-Wunsch Global Sequence Alignment Between SEQ ID NO: 598 (Query) and
BHA (Shjt)

NW Score Identities Positives Gaps
2203 416/447(93%) 421/447(94%) 16/447(3%)
Query 1 LNFRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDMSLFSFIGSPRINATGQGVTIFYVDR 60
Sbject 1 S e e s aaraara e aaaar ettt s s 58
Query 61 LGYYPYIDSITGVTVNGGIPQKISLQDHLDKAKKDITFYMPVDNLGMAVIDWEEWRPTWA 120
R o T o L 118
Query 121 RNWKPKDVYKNRSIELVQQQONVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKLLRPNHL 180
L o T o 0 178
Query 181 WGYYLFPDCYNHHYKKPGYNGSCFNVEIKRNDDLSWLWNESTALYPSIYLNTQQSPVAAT 240
T o o e 238
Query 241 LYVRNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVLKFLSQDELVYTFGETVALGASG 300
R o o e 1 298
Query 301 IVIWGTLSIMRSYKSCLLLDNYMETILNPYIINVTLAAKMCSQVLCQEQGVCIRKNKWNSS 360
Sbjct 299 ..... SWENT.TKE. .QAIKE..D.T... ...ttt iiriinrinnrrasnnssoansnnns 358
Query 361 DYLHLNPDNFAIQLEKGGKFTVRGKPTLEDLEQFSEKFYCSCYSTLSCKEKADVKDTDAV 420
R o o 1 418
Query 421 DVCIADGVCIDAFLKPPMETEEPQIFY 447
Sbjct 419 ... .. i i ees 431
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