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Abstract 

A novel maize variety designated 1PFLQ211PYTW57 and seed, plants and plant parts thereof are 
1PFLQ211PYTW57 with 

one or more traits introgressed into 1PFLQ211PYTW57 

1PFLQ211PYTW57 
conversion of 1PFLQ211PYTW57  
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1PFLQ211PYTW57 and processes for 
making 1PFLQ211PYTW57 1PFLQ211PYTW57, plants of maize variety 
1PFLQ211PYTW57, plant parts and cells of maize variety 1PFLQ211PYTW57, and to processes for making 
a maize plant that comprise crossing maize variety 1PFLQ211PYTW57 with another maize plant are 

the inbred maize variety 1PFLQ211PYTW57  

 

introgressed into 1PFLQ211PYTW57 

1PFLQ211PYTW57 
1PFLQ211PYTW57  

 

- -
plant described herein are also provided, for 

 

 

1PFLQ211PYTW57 
1PFLQ211PYTW57

maize plants designated 1PFLQ211PYTW57  

 

1PFLQ211PYTW57 comprised in plant 

 

 

1PFLQ211PYTW57 

maize variety 1PFLQ211PYTW57 

 nematode or viral disease, 

2



 

 

(9) An inbred maize plant of the variety designated 1PFLQ211PYTW57 is provided, wherein a 
cytoplasmically- -inherited 

cytoplasmically-inherited trait is -

s will lead to 

variety, which has a normal cytopla

estorer gene(s) in the 
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1PFLQ211PYTW57 
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1PFLQ211PYTW57  

 

ants is a plant of the variety designated 
1PFLQ211PYTW57

riety to provide a hybrid that has, as one of its parents, the inbred maize plant variety 
1PFLQ211PYTW57
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maize plants is a plant of the variety designated 1PFLQ211PYTW57

and an  

 

1PFLQ211PYTW57 
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1PFLQ211PYTW57 
well-  

 

 

 

1PFLQ211PYTW57 are 
provided, the method comprising the steps of: (a) preparing a progeny plant derived from maize variety 
1PFLQ211PYTW57, wherein said preparing comprises crossing a plant of the maize variety 
1PFLQ211PYTW57 with a second maize plant; (b) crossing the progeny plant with itself or a second plant 

1PFLQ211PYTW57 is 

an inbred maize plant derived from the maize variety 1PFLQ211PYTW57 is obtained which possesses 
some of the desirable traits of maize variety 1PFLQ211PYTW57 
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(159) 1PFLQ21160) 1PYTW57 
1PFLQ211PYTW57 
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method of crossing maize variety 1PFLQ211PYTW57 
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(175176 1PFLQ211PYTW57 
may be isolated from a seed of 1PFLQ211PYTW57 
growing a seed of 1PFLQ211PYTW57, or from a seed of 1PFLQ211PYTW57 
from a plant, plant part, or cell of 1PFLQ211PYTW57 
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plants that have the d
1PFLQ211PYTW57 1PFLQ211PYTW57 
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hybrid seed for which maize variety 1PFLQ211PYTW57 
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(281282) Another embodiment is a maize seed derived from inbred maize variety 1PFLQ211PYTW57 
1PFLQ211PYTW57 with another plant, 

1PFLQ211PYTW57 has been deposited and 
wherein said maize seed derived from the inbred maize variety 1PFLQ211PYTW57 

of inbred maize variety 1PFLQ211PYTW57

Pol 1PFLQ211PYTW57 
crossing a plant or plant part of inbred maize variety 1PFLQ211PYTW57 with another plant, wherein 

1PFLQ211PYTW57 has been deposited and wherein said 
maize seed derived from the inbred maize variety 1PFLQ211PYTW57 
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(304306) TABLE- -  - 1PFLQ21-1PYTW57 
Days Days 110 110 

53 1300 of plants in silk 52 1286 53 1300 of plants in 52 1286 
Ear 

of top ear node) (cm) Length of Top Ear 
(cm) N Anthocyanin of 3 Brace Roots: 
2 Width of Ear Node 
Leaf (cm) Length of Ear Node Leaf (cm) 
20 Above Top Ear Leaf Angle (Degrees)  20 (at anthesis, 2nd leaf above top ear 

38 -
Lateral Branches 

Branches Branch Angle from 
(Degrees) Tassel Length: 4   
1716  27 9371 

 9 
sterile, 8 1 1 - 

Red Light Red emergence) 
Light White 

1 1 4  3 
-

 20 Ear Length (cm) 1613 6625 20 Ear 
Diameter at mid-point (mm) Ear Weight (gm)  

75 1 17  Per Row 2 
2 ent: 21 2 2 

Kernel Length (mm) 
 96 77 4876 62 Kernel Thickness (mm) 

Kernels Clear -sized sample) (gm) Kernel Pericarp color Clear 
-  -Orange 

Cob Diameter at mid-point (mm) Cob Color Pink-OrangeWhite 
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