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Abstract 

A novel maize variety designated 1PFLQ211PWRS05 and seed, plants and plant parts thereof are 
1PFLQ211PWRS05 with 

one or more traits introgressed into 1PFLQ211PWRS05 

1PFLQ211PWRS05 
conversion of 1PFLQ211PWRS05  
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1PFLQ211PWRS05 and processes for 
making 1PFLQ211PWRS05 1PFLQ211PWRS05, plants of maize variety 
1PFLQ211PWRS05, plant parts and cells of maize variety 1PFLQ211PWRS05, and to processes for making 
a maize plant that comprise crossing maize variety 1PFLQ211PWRS05 with another maize plant are 

the inbred maize variety 1PFLQ211PWRS05  

 

introgressed into 1PFLQ211PWRS05 

1PFLQ211PWRS05 
1PFLQ211PWRS05  

 

- -
plant described herein are also provided, for 

 

 

(6) Seed of the inbred maize variety 1PFLQ211PWRS05 
1PFLQ211PWRS05

maize plants designated 1PFLQ211PWRS05  

 

1PFLQ211PWRS05 comprised in plant 

 

 

1PFLQ211PWRS05 

maize variety 1PFLQ211PWRS05 

 nematode or viral disease, 
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(9) An inbred maize plant of the variety designated 1PFLQ211PWRS05 is provided, wherein a 
cytoplasmically- -inherited 

cytoplasmically-inherited trait is -

 

maintainer version of the same 

of the same 
-

 

 

1PFLQ211PWRS05 

 

and kern

 

1PFLQ211PWRS05  

 

ants is a plant of the variety designated 
1PFLQ211PWRS05

riety to provide a hybrid that has, as one of its parents, the inbred maize plant variety 
1PFLQ211PWRS05
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maize plants is a plant of the variety designated 1PFLQ211PWRS05

and an  
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1PFLQ211PWRS05 

 -
-  

 

 

1PFLQ211PWRS05 
well-  

 

 

 

1PFLQ211PWRS05 are 
provided, the method comprising the steps of: (a) preparing a progeny plant derived from maize variety 
1PFLQ211PWRS05, wherein said preparing comprises crossing a plant of the maize variety 
1PFLQ211PWRS05 with a second maize plant; (b) crossing the progeny plant with itself or a second plant 

1PFLQ211PWRS05 is 

an inbred maize plant derived from the maize variety 1PFLQ211PWRS05 is obtained which possesses 
some of the desirable traits of maize variety 1PFLQ211PWRS05 
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rated on a 1 to 7 scale where 1 indicates 0 to 3 branches, 2 indicates 4 to 10, 3 indicates 11 to 15, 5 
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contains at least one cell of inbred maize variety 
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(119121 -
 

19



 

(120122

higher than a comparable wild-  

 

(121123

 

 

(122124
 

 

(123125 -
 

 

(124126 -
 

 

(125127

-
Engineering in Plants, Plant Cell Rep (2003) 21:925-  

 

(126128

 

 

(127129 -

 

 

20



(128130

 

 

(129131
-9 scale indicates higher 

 

 

(130132
-  

 

(131133

 

 

(132134

 the percentage of plants that break or 
 

 

(133135

 

 

(134136

 

 

(135137

 

 

21



(136138
 

 

(137139
 

 

(138140  

 

(139141

  

 

(140142
 

 

(141143
 

 

(142144
 

 

(143145
 

 

(144146
 

 

(145147  

 

(146148
 

 

22



(147149  

 

(148150
 

 

(149151
 

 

(150152  

 

(  

 

(152154  

 

(153155  

 

(154156  
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(157159 1PFLQ211PWRS05 
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(158160
 

 

(159) 1PFLQ21161) 1PWRS05 
1PFLQ211PWRS05 

1PFLQ211PWRS05

 
1PFLQ211PWRS05 as a parent, since 

1PFLQ211PWRS05

 

 

(160162

 

 

(161163) Therefore, in accordance with the above, an embodiment is a 1PFLQ211PWRS05 progeny 

wherein one set of the alleles is the same as 1PFLQ211PWRS05 
wherein one set of the alleles is the same as 1PFLQ211PWRS05 

1PFLQ211PWRS05 w  
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(RAPDs), Arbitrarily Primed Polymerase 
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which are also referre  
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1PFLQ211PWRS05
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conversion of 1PFLQ211PWRS05  
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1PFLQ211PWRS05 for herbicide tolerance 

absence of disease press  

 

(170172 1PFLQ211PWRS05 

 

(171173

maize plant breeding program, only the F1 

increa  

 

(172) 1PFLQ21174) 1PWRS05 
method of crossing maize variety 1PFLQ211PWRS05 

 
1PFLQ211PWRS05

1PFLQ211PWRS05
1PFLQ211PWRS05  

 

(173175) The development of a maize hybrid in a maize plant breeding program involves three steps: (1) 
germplasmgerm plasm 

1PFLQ211PWRS05

1PFLQ211PWRS05 
1PFLQ211PWRS05 
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(175177 1PFLQ211PWRS05 
may be isolated from a seed of 1PFLQ211PWRS05 
growing a seed of 1PFLQ211PWRS05, or from a seed of 1PFLQ211PWRS05 
from a plant, plant part, or cell of 1PFLQ211PWRS05 

 

 

(176178) Combining Ability of 1PFLQ211PWRS05 

 

(177179) Combining ability of a variety, as well as the performance of the variety per se, is a factor in the 

combining 
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1PFLQ211PWRS05 1PFLQ211PWRS05 
 

 

(179181 1PFLQ211PWRS05 and a 
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F1 hybrids created with 1PFLQ211PWRS05 
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1PFLQ211PWRS05 
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the plant by backcrossing, introgression 
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 Transgenes transferred via backcrossing typically 
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re breeding 
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be transferred along with the backcross conversion, the ba

-155 and 321-

and an introgressed version of the variety in som

in
 

 

(186188 1PFLQ211PWRS05 
comprises crossing 1PFLQ211PWRS05 plants grown from 1PFLQ211PWRS05 seed with plants of another 

the 1PFLQ211PWRS05 
plants that have the d
1PFLQ211PWRS05 1PFLQ211PWRS05 

 

 

(187189 1PFLQ211PWRS05 or a plant otherwise derived from 1PFLQ211PWRS05 may be 

1PFLQ211PWRS05
1PFLQ211PWRS05 as determined by 

morphologica
recovered that are otherwise present when compared in the same environment, other than an 
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(271274
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1PFLQ211PWRS05
-  

 

(280283
maize variety 1PFLQ211PWRS05 
hybrid seed for which maize variety 1PFLQ211PWRS05 

variety 1PFLQ211PWRS05
1PFLQ211PWRS05  

 

(281284) Another embodiment is a maize seed derived from inbred maize variety 1PFLQ211PWRS05 
1PFLQ211PWRS05 with another plant, 

1PFLQ211PWRS05 has been deposited and 
wherein said maize seed derived from the inbred maize variety 1PFLQ211PWRS05 

of inbred maize variety 1PFLQ211PWRS05

Pol 1PFLQ211PWRS05 
crossing a plant or plant part of inbred maize variety 1PFLQ211PWRS05 with another plant, wherein 

1PFLQ211PWRS05 has been deposited and wherein said 
maize seed derived from the inbred maize variety 1PFLQ211PWRS05 

1PFLQ211PWRS05 when grown in the same 
-by-
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(299) Deposits 

 

(300302 1PFLQ211PWRS05 with the 
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 were obtained from the seed of the variety maintained by 
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(304) 1PWRS05 is 
an elite corn inbred line which originated from a cross between inbred line  and inbred 
line 

 From this cross, ears were selected based on 
disease, insect, and 1PFLQ211PWRS05 was developed by 
backcrossing the F1 
and  haploid fromwith the F1 plants,
completed by ear-to-row (pedigree) 

from the 
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(303305 1PFLQ211PWRS05
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ar to the 
 

 

(304306) TABLE-US- - 1PFLQ21 1PWRS05  
 Days Days 115 110 

52 128654 1325 52 128654 1325 
pollen shed  

node) 
1   3  20 Anthocyanin of Brace Roots: 24 1 = 

absent, 2 = faint, 3 = moderate, 4 = dark   8581 20 Length 
of Ear Node Leaf (cm) 7691  Above Top Ear 6  4559 20 Leaf Angle 
(Degrees)  20 (at anthesis, 2nd leaf above top ear to the stalk) Leaf Color Dark Green 

35 1 = none to 9 = peach-  
Branches  9156 20 Branch Angle from 

Central Spike  20 (Degrees) Tassel Length: 
20 (From top  leaf node to lower branch) 
(cm) Central Spike Length (cm) 2  20 Flag Leaf Length (cm) 3  

8 0 = male sterile, 8 
absent, 2 = present Anther Color: Green- Light 
Red Light Red White (~65 

  
48 23 1 = short (ears 

-10 cm), 4 = v
1    8972 20 Ear Length (cm) 
 6681 20 Ear Diameter at mid-point (mm)  7139 20 Ear Weight (gm) 

 1  3  
 2 1 = straight, 2 2 

spiral Ear Taper: 2 2  
8 48  77 4888 26 

Kernels  -sized sample) 
-Orange  -point (mm) 

 2682 20 Cob Color Pink-OrangeWhite 
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202212046202303025, wherein the converted seed, plant, plant part or plant cell 
comprises a conversionsconversion, and wherein the plant or a plant grown from the 
converted seed, plant part or plant cell comprises the conversionsconversion and 
otherwise comprises the phy
1PFLQ211PWRS05  
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enethat is inherited by the F1 hybrid seed, wherein the 
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