C

LUSTAL O(1.2.4) Factor C (3 horseshoe crab species)

L=Limulus polyphemus, C=Carcinoscorpius rotundicauda, T=Tachypleus tridentatus
AFILG Iinker| SO Ol Bl linke. LCCL domain Iinker| Ol 5L Iinker| 507 linker | gz Iinkerl Serine protease domain
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MVLASFLVSGLVLGLLAQOMHPVQSRGVDLGLCDDTRFECKCGDPGYVFNVPAKQCTYFYRWRPYCKPCDKLEAKDVCPKYKRCQECRAGLDSC
MVLASFLVSGLVLGLLAQKMRPVQSKGVDLGLCDETRFECKCGDPGYVFNIPVKQCTYFYRWRPYCKPCDDLEAKDICPKYKRCQECKAGLDSC
MVLASFLVSGLVLGILAQOMRPVQSRGVDLGLCDETRFECKCGDPGYVFNVPMKQCTYFYRWRPYCKPCDDLEAKDICPKYKRCQECKAGLDSC

VSCPPNKYGTWCSGECQCKNGGICDORTGACTCRDRYEGVHCEILQGCPLLOSDPQVQEVKNPPNDPQTIDYSCSPGFKLKGVARITCLPNGOW
VTCPPNKYGTWCSGECQCKNGGICDORTGACACRDRYEGVHCEILKGCPLLPSDSQVQEVRNPPDNPQTIDYSCSPGFKLKGMARI SCLPNGOW
VTCPPNKYGTWCSGECQCKNGGICDORTGACTCRDRYEGAHCEILKGCPLLPSDSQVQEVRNPPDNPQTIDYSCSPGFKLKGVARISCLPNGOW

SSFPPKCIRECSI VSSLEHGKVNS "SADLIEGATLRFSCDSPYYLIGQETLTCQGNGQWSGQIPQCQKLVFCPDLDPVSHAEHQVKIGLEQKYG
SNFPPKCIRECA /'VSSPEHGKVNALSGDMIEGATLRFSCDSPYYLIGQETLTCQGNGQOQWNGQIPQCKNLVFCPDLDPVNHAEHKVKIGVEQKYG
SSFPPKCIRECAKVSSPEHGKVNA "SGNMIEGATLRFSCDSPYYLIGQETLTCQGNGQWSGQIPQCKKLVFCPDLDPVNHAEHQVKIGVEQKYG

QFPQGTEVTYTCTGNYFLMGLDTLKCNPDGSWSGTQPSCVKVADREVNCDSKAVDFLDDVGEPVRIHCPAGCSLTAGTVWGTAIYHELSSVCRA
QFPQGTEVTYTCSGNYFLMGFDTLKCNPDGSWSGSQPSCVKVADREVDCDSKAVDFLDDVGEPVRIHCPAGCSLTAGTVWGTAIYHELSSVCRA
QFPQGTEVTYTCSGNYFLMGFNTLKCNPDGSWSGSQPSCVKVADREVDCDSKAVDFLDDVGEPVRIHCPAGCSLTAGTVWGTAIYHELSSVCRA

ATHAGKVPNSGGAVHVVNNGPYSDFLASDLNGIKSDELKSLAQSFRFDYV SSTAGRKSGCPbGWFEIEENCVYVTSKQRAWERAQGVCTNMAA
AIHAGKLPNSGGAVHVVNNGPYSDFLGSDLNGIKSEELKSLARSFRFDYVRSSTAG-KSGCPDGWFEVDENCVYVTSKORAWERAQGVCTNMAA
ATHAGKLPNSGGAVHVVNNGPYSDFLGSDLNGIKSEELKSLARSFRFDYVSSSTAG-RSGCPDGWFEVEENCVYVTSKORAWERAQOGVCTNMAA

RLAVLDKDVIPSSLTETLRGKGLATTWIGLHRLDADNHFIWELMDRSSVALNDSLTFWAPGEPGNETNCVYLDIQDQLQ VWKTKSCFQPSSFV
RLAVLDKDVIPNSLTETLRGKGLTTTWIGLHRLDAEKPFIWELMDRSNVVLNDNLTFWASGEPGNETNCVYMDIQDQLOSVWKTKSCFQPSSFA
RLAVLDKDLIPSSLTETLRGKGLTTTWIGLHRLDAEKPFVWELMDRSNVVLNDNLTFWASGEPGNETNCVYLDIRDQLQ VWKTKSCFQPSSFA

CCP domain 1
CMMDLSDKNKAKCKDPGPLENGHAKLHGQSIDGFYAGSSVRYSCEVLHYLSGTETVSCTSNGTWSAPKPRCIKVITCQTPPVPSYGSVDIKPPS

CMMDLSDRNKAKCDDPGSLENGHATLHGQSIDGFYAGSSIRYSCEVLHYLSGTETVTCTTNGTWSAPKPRCIKVITCONPPVPSYGSVEIKPPS
CMMDLSDRNKAKCDDPGPLENGHATLHGQSIDGFYAGSSIRYSCEVLHYLSGTETVTCTTNGTWSAPKPRCIKVITCONPPVPSYGSVEIKPPS

CCP domain 2
RTNSISRVGSPFLRLPRLPLPLARAAGPPPKPRSAPPSTVDLSSKVKLPEGHYRVGSQAIYTCESRYYELLGSQGRRCDSNGKWSGRPASCIPV

RTNSISRVGSPFLRLPRLPLPLARAAKPPPKPRSSQPSTVDLASKVKLPEGHYRVGSRAIYTCESRYYELLGSQGRRCDSNGNWSGRPASCIPV
RTNSISRVGSPFLRLPRLPLPLARAAKPPPKPRSSQPSTVDLASKVKLPEGHYRVGSRAIYTCESRYYELLGSQGRRCDSNGNWSGRPASCIPV

Serine protease domain
CGRSDSPRSPFIVNGNSTEIGOQWPWQAGISRWLADHNMWFLOQCGGALLNEKWIITAAHCVTYSATAEIIDPSQFKFYLGKYYRDDSKDDDYVQV

CGRSDSPRSPFIWNGNSTEIGQWPWQAGISRWLADHNMWFLQCGGSLLNEKWIVTAAHCVTYSATAEITDPNQFKMYLGKYYRDDSRDDDYVQV
CGRSDSPRSPFIWNGNSTEIGQWPWQAGISRWLADHNMWFLQCGGSLLNEKWIVTAAHCVTYSATAEITDPSQFKIYLGKYYRDDSRDDDYVQV

REAIEIHVNPNYDPGNLNFDIALIQLKTSVALTTRVQPICLPTDLTTRENLKEGALAVVTGWGLNENNTYSE IQQAVLPVVAASTCEQGYQDS
REALEIHVNPNYDPGNLNFDIALIQLKTPVTLTTRVQPICLPTDITTREHLKEGTLAVVTGWGLNENNTYSETIQQAVLPVVAASTCEEGYKEA
REALEIHVNPNYDPGNLNFDIALIQLKTPVTLTTRVQPICLPTDITTREHLKEGTLAVVTGWGLNENNTYSE IQQAVLPVVAASTCEEGYKEA

GLPLTVTENMFCAGYKQGRYDACSGDSGGPLVFADDSRTDRRWVLEGIVSWGSPNGCGKSNQYGGFTKVNVFLSWIRQFI
DLPLTVTENMFCAGYKKGRYDACSGDSGGPLVFADDSRTERRWVLEGIVSWGSPSGCGKANQYGGFTKVNVFLSWIRQFT
DLPLTVTENMFCAGYKKGRYDACSGDSGGPLVFADDSRTERRWVLEGIVSWGSPSGCGKANQYGGFTKVNVFLSWIRQFT

Iinkerl S linken LCCL domain Iinker| CAalEE Iinker| ddz linker | oz Iinkerl Serine protease domain

binding protein domain domain domain 1 domain 2
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