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FRAPPVIPNVPFLWAWNAPSEFCLGKFDEPLDM 35

--FRGP-LLPNRPFTTVWNANTQWCLERHGVDVDV 34

SLFSFIGSPRINATGQGVTIFYVDRLGYYPYIDSI 70

SVFDVVANPGQTFRGPDMTIFYSSQLGTYPYY-TP 68

TGVTVNGGIPQKISLQDHLDKAKKDITFYMPV-DN 104

TGEPVFGGLPQNASLIAHLARTFQDILAAIPAPDF 103

LGMAVIDWEEWRPTWARNWKPKDVYKNRSIELVQQ 139

SGLAVIDWEAWRPRWAFNWDTKDIYRQRSRALVQA 138

QNVQLSLTEATEKAKQEFEKAGKDFLVETIKLGKL 174

QHPDWPAPQVEAVAQDQFQGAARAWMAGTLQLGRA 173

LRPNHLWGYYLFPDCYNHHYKKPGYNGSCFNVEIK 209

LRPRGLWGFYGFPDCYNYDFLSPNYTGQCPSGIRA 208

RNDDLSWLWNESTALYPSIYL-NTQQSPVAATLYV 243

QNDQLGWLWGQSRALYPSIYMPAVLEGTGKSQMYV 243

RNRVREAIRVSKIPDAKSPLPVFAYTRIVFTDQVL 278

QHRVAEAFRVA-VAAGDPNLPVLPYVQI-FYDTTN 276

KFLSQDELVYTFGETVALGASGIVIWGTLSIMRSM 313

HFLPLDELEHSLGESAAQGAAGVVLWVSWENTRTK 311

KSCLLLHNYMETILNPYIINVTLAAKMCSQVLCQE 348

ESCQAIKEYMDTTLGPFILNVTSGALLCSQALCSG 346

QGVCIRKNWNSSDYLHLNPDNFAIQLE-KGGKFTV 382

HGRCVRRTSHPKALLLLNPASFSIQLTPGGGPLSL 381

RGKPTLEDLEQFSEKFYCSCY 417

RGALSLEDQAQMAVEFKCRCY-------------- 402
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